66
57 58 59 60 6162 63 64 65T 67 68 69

OO ODOE @R on

MGV-GENOME-0345048: 54,541-59,615 (+)
9 8 7 5 4

DEOEODDL DD D0

MGV-GENOME-0339245:2,289-6,869 (-)

drt-cluster346 DRT (CDS_0068) RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0077)
drt-cluster337 DRT (CDS_0069) 79
62 UG27 (CDS_0067) | 70 71 7273 74 75 76 78] 80 8182 83 8485 86 87
CODL_ DO H—Hf OO DD DD o DD DD ODDED
I I R I
MGV-GENOME-0345868: 56,082-71,691 (+)
drt-cluster346 DRT (CDS_0021) RM_Type_Il_Type_ll_MTases FAM 2 (CDS_0012)
drt-cluster337 DRT (CDS_0020)
25 UG27 (CDS_0022) | 19 18 1716 15 14 13 1] 9 87 6 54 3 21
I |
MGV-GENOME-0341203: 1-15,899 (-)
drt-cluster346 DRT (CDS_0075) RM_Type_Il__Type_ll_MTases_FAM_2 (CDS_0084)
drt-cluster337 DRT (CDS_0076) 86 95
UG27 (CDS_0074) | 77 78 7980 81 82 83 85 87 8889 90 9192 93 9496 97
CODL _PotESOEr - HO— O H DD ODE O ODDE DD ODDEPDED
e ————— I |
MGV-GENOME-0351286: 62,276-78,890 (+)
drt-cluster346 DRT (CDS_0066) MTase_ll_00164 Type (CDS_0075)
drt-cluster337 DRT (CDS_0067) 78 87
UG27 (CDS_0065) | 68 69 7071 72 73 74 76 77| 79 8081 82 8384 85 86|88 89 90 91
N I
MGV-GENOME-0344278: 52,859-70,069 (+)
drt-cluster346 DRT (CDS_0072) RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0082)
drt-cluster337 DRT (CDS_0073) 84 87
UG27 (CDS_0071) | 74 7576 7778 79 80 81 83| 85 86] 8889 90
CODL PO >— O O DD OO DD HDDDEDD
I N
MGV-GENOME-0374844: 56,445-71,506 (+)
drt-cluster346 DRT (CDS_0062) RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0071)
drt-cluster337 DRT (CDS_0063) 73 76
UG27 (CDS_0061) | 64 65 6667 68 69 70 72 74 75]77 78
CODL _PotEoDr - >—oHf O D ODEODE O OPbC ODDDED
I N |
MGV-GENOME-0336721:48,236-63,003 (+)
drt-cluster346 DRT (CDS_0069) RM_Type_ll__Type_ll_MTases_FAM_2 (CDS_0078)
drt-cluster337 DRT (CDS_0070) 80 83
UG27 (CDS_0068) \ 71 72 7374 75 76 77 797 81 82] 84
CODL PO — O O HD-ODEODE O DD HDDd
I I B I

MGV-GENOME-0344758:56,108-70,469 (+)
drt-cluster346 DRT (CDS_0016)

drt-cluster337 DRT (CDS_0015) RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0007)
UG27 (CDS_0017) ‘ 14 13 1211 10 9 8 65 4 2 il
I I I

MGV-GENOME-0341336:132-14,493 (-)

drt-cluster346 DRT (CDS_0063)
drt-cluster337 DRT (CDS_0064) 75
UG27 (CDS_0062) ‘ 65 66 67 68 69 70 71 72 7374T 76 7778 798081 82

EDDC O CEEDE O — D - DD D) >D[D>DD—D[E>—D—D

MGV-GENOME-0341054: 50,017-66, 526( )

drt-cluster346 DRT (CDS_0011)
drt-cluster337 DRT (CDS_0010)
UG27 (CDS_0012) ‘ 9 87 65 4 8 2 1

— E—
MGV-GENOME-0342425:1-11,032 (-)

drt-cluster346 DRT (CDS_0007)
drt-cluster337 DRT (CDS_0006)
UG27 (CDS_0008) ‘ 5 4 3 2 1

EO0L PSP > —OHi D DD
MGV-GENOME-0342209: 28-9,329 (-)

} 6000 nt {

other unknown function defence (DefenseFinder) defence (PADLOC)




