excisionase (CDS_0041)
34 35 36 37 38 Retron_XI_RT_11(CDS_0039) 40 42 4344 45 46

I I I 0
IMGVR_UViG_2802428861_000005|2802428861| 2&)2433727| 19199-66830:27,556-37,642 (+)
endonuclease (CDS_0043)

33 transposase (CDS_0038) 40 41 44 46
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TemPhD_cluster_20263:26,932-39,096 (+)
26 27 28 transposase (CDS_0029) 30 34 38 39 40

IMGVR_UViG_2517487022_000001|2517487022|2517487837(1669524-1715504: 23,319-37,141 (+)

DnaC-like helicase loader (CDS_0033)
34 35 GajB_WP_172889455.1 (CDS_0038) GajA_WP_183617960.1 (CDS_0039)

—— — I —— — EEa— -
TemPhD_cluster_47525_:28,359-39,976 (+)

34 GajB_WP_172889455.1 (CDS_0037) GajA WP_183617960.1 (CDS_0038)

TemPhD_cluster_40095:29,284-40,017 (+)

GajB_WP_172889455.1 (CDS_0042)

37 38 39 40 41 GajA_WP_183617960.1 (CDS_0043)
Ba—E ot ¢ e bbb & dd

IMGVR_UViG_2802428859_000002|2802428859|2802433553|149435-200776:29,284-42,873 (+)
PD-T7-2_A_WP_219250417.1 (CDS_0039)
PD-T7-2_B_WP_212464868.1 (CDS_0040)

#

38 I 41
I I I N L’} — LB | ]
TemPhD cluster 58912:28,851-40,946 (+)
58 Gabija__GajB_2 (CDS_0001) unknown function (CDS_0004)
I I I — | ] LN N |
TemPhD cluster 39932_:43,178-49,326 (+); 1-4,439 (+)
58 Gabija__GajB_2 (CDS_0001) 3

— - . ——
TemPhD_cluster_47248:43,192-49,342 (+); 1-4,439 (+)

drt-cluster17 DRT (CDS_0039) DRT8_ DRT8 (CDS_0040)

I I I —_—
TemPhD_ cluster 31447:28,904-39,479 (+)
unknown function (CDS_0044)
38 39 40 45 46 47
I I I e — I N
TemPhD cluster 47237:28,937-40,582 (+)
38 39 unknown function

TemPhD_cluster_58884:28,922-39,682 (+)
HNH endonuclease (CDS_0041)
38 esterase/lipase (CDS_0039) | 4445 48

L

I I
TemPhD_cluster_39906_:27,717-40,860 (+)
HNH endonuclease (CDS_0041)

. —— O KKKKd

. —
TemPhD_cluster_58585:29,516-42,110 (+)

5000 nt
DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (DefenseFinder) defence (PADLOC)
I




