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virion structural protein (CDS_0049) 59 6467 6972 79 84
tail protein (CDS_0047) 5557 [l61 636& J771 74 78 83
44 45 46 48 50 51 52 53  54]56] 58| ] 62]65]| 70(73] | 76| 780818285

R N
uvig 131180:38,401-100,292 (+)
dATP / dGTP pyrophosphohydrolase (CDS_0075)
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