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uvig_295603:18,512-31,264 (+)
endolysin (CDS_0026) capP (CDS_0028)
DNA helicase (CDS_0027) 29 30 31 3233 34 37 38
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Ma_2019_SRR341671_NODE_320_length_42332_cov_4.926367:18,362-30,816 (+)
amidase (CDS_0026) 27 28 29 retron_type_VI_hth_cluster2_1 (CDS_0030)
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transcriptional regulator (CDS_0029)
endolysin (CDS_0026) 27 28 retron_type_VI_hth_cluster2_1 (CDS_0030)

uvig 326712:18,674-28,998 (+)

transcriptional regulator (CDS_0032)
amidase (CDS_0026) 27 28 29 30 31 retron_type_VI_hth_cluster2_1 (CDS_0033)
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HNH endonuclease (CDS_0031)

MGV-GENOME-0248679:18,511- 25 851 (+)
endolysin (CDS_0026) DNA helicase (CDS_0027) 28

MGV-GENOME-0257969:18,362-27 484( )
5000 nt i
DNA, RNA and nucleotide metabolism lysis other tail transcriptionregulation unknown function defence (PADLOC)
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