
Arthrobacter_phage_JKerns: 31,175-37,608 (+)

HTH DNA binding protein (CDS_0035)
replication initiation protein (CDS_0036)

37 38
RusA-like Holliday junction resolvase (CDS_0039)

40 41 42 43 44 45 46 47 48

NC_049468.1: 31,128-37,387 (+)

41 42 44

Arthrobacter_phage_Jordan: 31,442-37,411 (+)

HTH DNA binding protein 41 43

Arthrobacter_phage_Shade: 31,198-37,336 (+)

40 41

Arthrobacter_phage_BossLady: 31,169-37,620 (+)

40 41 46

Arthrobacter_phage_LeeroyJ: 31,178-38,016 (+)

42 43 45 50 51

Arthrobacter_phage_BarretLemon: 31,177-37,987 (+)

41

Arthrobacter_phage_StevieBAY: 31,189-37,452 (+)

41 42

Arthrobacter_phage_Sonny: 31,439-39,452 (+)

43 49 50 51

Arthrobacter_phage_Pippa: 31,271-38,527 (+)

41 43 44 45 48

NC_042014.1: 30,104-37,891 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0033) 37 39 40 42 43 46 47

Arthrobacter_phage_Franzy: 30,094-38,175 (+)

HTH DNA binding protein (CDS_0034) 40 41

Arthrobacter_phage_NathanVaag: 30,938-37,698 (+)

39 40

NC_041931.1: 30,920-37,684 (+)

39

NC_041999.1: 30,962-37,874 (+)

39 40 46

Arthrobacter_phage_King2: 29,849-38,063 (+)

endonuclease (CDS_0032) 39 40

3000 nt

DNA, RNA and nucleotide metabolism unknown function anti-defence (dbAPIS)


