43 44 45 46 47 48 49 50 51 52 53 54 55 56 57 58 59

Arthrobacter_phage_JKerns: 35,427-41,636 (+)
44 49 50 51 52

NC_049468.1:35,380-41,419 (+)
40 41 48 49 50

I
Arthrobacter_phage_Sonny: 34,155-41,121 (+)

Arthrobacter_phage_Shade: 35,185-41,372 (+)

Arthrobacter_phage_Jordan: 34,146-41,516 (+)

RusA-like Holliday junction resolvase (CDS_0038)
40 46 47 49 50 51 52

i
!
i

Arthrobacter_phage BossLady: 33,412-40,564 (+)

i

Arthrobacter_phage_TaeYoung: 33,359-40,522 (+)
41 47 48

Arthrobacter_phage_Martha: 33,413-40,549 (+)

Y — 1 N N A
Arthrobacter_phage Grekaycon: 33,358-40,444 (+) e —

40 42 43 46 47 49
— —— —§ —— . — — ——— —
NC_042014.1:33,831-40,467 (+)
46 47
——— —§ g —— — ———] —

I
NC_041999.1:33,857-40,494 (+)

2000 nt i
DNA, RNA and nucleotide metabolism unknown function




