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IMGVR_UViG_3300045988_036048|3300045988|Ga0495776_164948:36,164-69,413 (+)
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homing endonuclease (CDS_0036)
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homing endonuclease (CDS_0037)
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homing endonuclease (CDS_0043)
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homing endonuclease (CDS_0006)
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homing endonuclease (CDS_0036)
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37

(I I N I
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homing endonuclease (CDS_0037)
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homing endonuclease with GIY-YIG motif (CDS_0029)
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homing endonuclease with GIY-YIG motif (CDS_0039)
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MGV-GENOME-0368702:39,425-71,566 (+)
homing endonuclease (CDS_0015)
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homing endonuclease (CDS_0035)
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homing endonuclease (CDS_0037)
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homing endonuclease (CDS_0032)
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NC_055896.1: 35,462-68,222 (+)
virion structural protein (CDS_0035)
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IMGVR_UViG_3300045988_062758|3300045988|Ga0495776_005303: 35,816-49,444 (+)
HEase_00016 homing (CDS_0034)
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MGV-GENOME-0368228: 37,279-49,068 (+)
HEase_00016 homing (CDS_0030)
28 HEase_00016 homing (CDS_0035)
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virion structural protein (CDS_0037) virion structural protein (CDS_0038)
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uvig 391405:36,372-69,191 (+)
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DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC)
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