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IMGVR_UViG_7000000736_000103|7000000736|SRS014235 WUGC _scaffold_69484:78,225-84,353 (+)
endonuclease (CDS_0038)
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MGV-GENOME-0324907: 40,690-46,903 (+)

endonuclease (CDS_0068)

| — S —
uvig_418873:87,437-93,650 (+)

67 transfer-messenger RNA SsrA
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IMGVR_UViG_3300045988_061620|3300045988|Ga0495776_004414:87,652-93,431 (+)
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IMGVR_UViG_3300029469_000001|3300029469|Ga0244168_100169:87,911-93,604 (+)
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uvig_589112:86,378-92,196 (+)

uvig_310055:55,854-61,578 (+)
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IMGVR_UViG_3300045988_062758|3300045988|Ga0495776_005303:86,719-92,723 (+)
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MGV-GENOME-0365708: 83,335-89,868 (+)
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uvig 333096:87,939-94,316 (+)
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MGV-GENOME-0357970: 1,886-8,263 (-)
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uvig_291823:86,780-93,159 (+)
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o
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NC_055891.1:85,693-91,875 (+)

endonuclease (CDS_0064)
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NC_055896.1:83,180-89,806 (+)
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o

IMGVR_UViG_3300045988_049987|3300045988|Ga0495776_004418:88,552-94,457 (+)
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MGV-GENOME-0365110:84,194-90,183 (+)
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uvig_139898:88,453-94,730 (+)

i

NC_055888.1:88,874-95,874 (+)

i

MGV-GENOME-4434667:89,143-95,729 (+)
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é

MGV-GENOME-0368029:86,392-93,515 (+)
endonuclease (CDS_0070) 74

é

IMGVR_UViG_3300045988_027877|3300045988|Ga0495776_004455:87,518-95,141 (+)
3000 nt {
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