virion structural protein (CDS_0036)
homing endonuclease (CDS_0038)
28 29 30 31 32 33 34 35 \ 37 39 virion structural protein (CDS_0040)
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IMGVR_UViG_3300014761_000002|3300014761|Ga0134438_100058: 35,924-49,356 (+)
HEase_00016 homing (CDS_0028) 31

IMGVR_UViG_3300045988_035910|3300045988|Ga0495776_004906: 33,195-47,171 (+)
35 HEase_00016 homing (CDS_0037)

NC_055888.1:34,824-48,844 (+)
33 40
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MGV-GENOME-4434667:34,456-49,196 (+)

31

uvig_175677:34,378-47,890 (+)
31 36

MGV-GENOME-0366885:31,702-45,806 (+)
33 HEase_00016 homing (CDS_0035)

MGV-GENOME-0368001:33,577-47,503 (+)
31 35

MGV-GENOME-0368378:35,613-48,217 (+)
32

MGV-GENOME-0368168: 34,485-47,888 (+)
33
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uvig_291823:36,226-49,543 (+)

31 37

uvig_33989:34,761-48,080 (+)
31

IMGVR_UViG_3300045988_052649|3300045988|Ga0495776_005261:34,761-48,080 (+)
27 icity0040 RT (CDS_0029) 35
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MGV-GENOME-0368946: 35,512-50,069 (+)

30 31
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MGV-GENOME-0368029: 33,846-47,890 (+)
24 30 31

MGV-GENOME-0367648:32,231-46,676 (+)
31 32 33 HEase 00016 homing (CDS_0034) 41
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uvig_46728:30,774-47,742 (+)

30 31

uvig 222047:33,512-45,812 (+)
30 31

uvig_276968:33,864-46,333 (+)
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uvig 322148:35,675-47,688 (+)

I —
NC_055891.1:34,119-47,785 (+)

uvig_214214:21,119-34,771 (+)
30 32

MGV-GENOME-0365871:31,100-40,180 (+)
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MGV-GENOME-0368231:34,518-43,734 (+)
24 25 RT_III-AM_I1I-B_2 (CDS_0029) HEase_00016 homing (CDS_0032) homing endonuclease

\MG\/R UViG_3300045988 034368|3300045988|Ga0495776_004875:31,154-41,694 (+)
HEase_00016 homing (CDS_0032)
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uvig_178134:32,456-41,694 (+)
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