endonuclease (CDS_0013)
11 12 [ 14 1516 17 2223

IMG\/R UVIG 3300014761 OOOOO2|33000I4761\GaO134438 100058:10,651-31,112 (+)
tail protein (CDS_0014)

I E—
MGV-GENOME-0365110:8,813-28,725 (+)

15 17 21
T D | —

IEEEEE—— E—
uvig_106620:10,035-29,335 (+)

14 18 endolysin
[, 0 D, 0 S s — — )
MGV-GENOME-0366885: 8,200-28,243 (+)

17 20 21
I, S I, 0 ¥ S, O S, S —" — N )%}
MGV-GENOME-0368946:10,840-31,336 (+)

18 20 21
[, I D, W, O S R S — .
IMGVR _UViG_3300014571 000004|3300014571]|Ga0134369 100131: 10,651-31,469 (+)
19

I, O T 3 S —
MGV-GENOME-4434749:9,852-30,230 (+)

16
I ——
uvig 46728:9,621-29,614 (+)

15 19
[ B N, 0 ) S S, R, e ——
NC_055888.1:9,736-30,127 (+)
16
-_'Q‘-#’!
MGV-GENOME-0324907: 9,708-30,002 (+)
endolysin (CDS_0020) 21

\MGVR UV|G 3300045988 035910|3300045988\GaO495776 004906: 9,784-32,666 (+)

I T E—
MGV-GENOME-0367337: 9,628-29,730 (+)

15 20 21
——x___Ir | ‘|« |
MGV-GENOME-0367857:9,427-33,055 (+)
15 16 23

— — — e e ——————— T T ]
IMGVR_UViG_7000000736_000103|7000000736|SRS014235 WUGC _scaffold_69484:9,427-26,159 (+)

1 20 25
I —

— E—
IMGVR_UViG_3300029251_000003|3300029251|Ga0167475_100160: 10,910-35,036 (+)

18 23

I L L —
MGV-GENOME-0367648:10,834-33,033 (+)

18 19 20 21 25 28
I T L E— T —
uvig_205502:10,098-35,572 (+)

18 19
[0 D O I N, E —;;; N . R,
MGV-GENOME-0364754:10,098-31,671 (+)

19 20 24

I R E—

IMGVR_UViG_3300045988_035481|3300045988|Ga0495776_005004: 12,262-34,897 (+)
18 19

uvig_222047:11,796-34,314 (+)
[ 10000 nt i
DNA, RNA and nucleotide metabolism lysis tail unknown function
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