tRNA-GIu(CTC) enoyl-CoA hydratase/carnithine racemase-like (CDS_0031)
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Streptomyces_phage_LukeCage: 15,448-22,438 (+)
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Streptomyces_phage_BoomerJR: 14,468-21,578 (+)
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Streptomyces_phage_Genie2: 14,468-21,578 (+)

HNH endonuclease (CDS_0029)
HNH endonuclease (CDS_0028,

OO O O-0——DD-—ToH -l - PED—{—THETT O ) —{iED
Streptomyces_phage_TomSawyer: 14,725-22,420 (+)

HNH endonuclease (CDS_0029)
HNH endonuclease (CDS_0030)

Streptomyces_phage_JimJam: 14,742-22,272 (+)
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