tRNA GIu(CTC) enoyl-CoA hydratase/carnithine racemase-like (CDS 0031)
29 30 32 33 35 36 37

-b -)) UL POPU I U —

Streptom\/ces phage_| Enygma 15 738 22, 143( )

HNH endonuclease (CDS_0034) 37 38 43 44 45
) e I ;I B i T = T e —DEDIOF{-- 0 mmm-{b
Streptomyces phage._ StarP\atmum 16 675 26 586( )
27 28 33 34 35 39
O O-U—- 000D U000 —OE O Db D
- - - - - . - - - - - . [ - - -
Streptomyces_phage_BoomerJR: 15,951-25,055 (+)
33 34
— O OO 0D
- - - . - - . - - - - - - - - - -
Streptomyces_phage_Genie2: 15,951-25,055 (+)
32 33 34 39
O O-D— DD D OO0 —OC OO O 0D
- - . . - - = - - - - - - - - - - - -
Streptomyces phage_Yaboi: 15,436-25,013 (+)
HNH endonuclease (CDS_0029) 32 33

-I-) Dig by 9 i 0 e e O I 1, I My —ED

Streptomyces_phage | Bordeaux 14 922 22, 101(+)

} 3000 nt {

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function tRNA pseudogene
I N




