enoyl-CoA hydratase/carnithine racemase-like (CDS_0031)
tRNA-Asn(GTT) HNH endonuclease (CDS_0038)
32 33 34 35 36 37 39 40 41 43 44 45 46 47 48 Rnase H (CDS_0049)

D O—— )— DD DU—D0—D0 }_»I DU OEDOU—

- -
Streptomyces_phage_Enygma: 18,898-28,410 (+)

37 38 39 40
| — DI DD I -

NC_048724.1:20,277-27,966 (+)

HNH endonuclease (CDS_0039)

34 35 40 41
- - >-‘ - - - - - - - -
Streptomyces_phage_TomSawyer: 19,843-28,238 (+)
HNH endonuclease (CDS_0037) 38
- - H - - = - - - - -
Streptomyces_phage_Quaran19: 18,448-26,633 (+)
HNH endonuclease (CDS_0040)
41
H - - = - - - - -

- -
Streptomyces_phage_JimJam: 19,701-27,903 (+)
35

39 43 45 47
DL D CHID(—HED DO HD - D
Streptomyces_phage_BoomerJR: 18,983-27,909 (+)
38
{1 M — DH—DHROD-OH DD ODHIH P O-—OHHH
- - - - - - - L - . .

- -
Streptomyces_phage_Genie2: 18,983-27,909 (+)

HNH endonuclease (CDS_0044)

-
NC_048722.1:20,760-30,540 (+)
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