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Streptomyces_phage_LukeCage: 132,610-133,195 (+); 1-8,050 (+)
HNH endonuclease (CDS_0005)

Streptomyces_phage_PumpkinSpice: 131,895-132,480 (+); 1-8,571 (+)
HNH endonuclease (CDS_0005) 6
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Streptomyces_phage_JimJam: 133,493-134,078 (+); 1-8,453 (+)

5 tail fiber protein (CDS_0006) 11

NC_048722.1:132,424-133,007 (+); 1-9,087 (+)
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Streptomyces_phage_Genie2: 130,435-131,333 (+); 1-7,819 (+)
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Streptomyces_phage_TomSawyer: 1-8,614 (+)
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