
MGV-GENOME-0249718: 17,152-28,067 (+)

28 29 30 31 32 endolysin (CDS_0033) 34 35
capH (CDS_0036)

37

anti-SOS response (APIS178) (CDS_0038)

39 40 41 42 43 44 45

uvig_301723: 18,640-29,511 (+)

30 33 34
capH (CDS_0035)

36

anti-SOS response (APIS178) (CDS_0037)

38 39

uvig_247820: 16,584-28,131 (+)

33 endonuclease (CDS_0034)

anti-SOS response (APIS132) (CDS_0035)
capH (CDS_0036)

37 38 39 40 41 42

MGV-GENOME-0252866: 16,582-28,264 (+)

32 33
FS_Sma__Sma (CDS_0034)

35 36
transcriptional repressor (CDS_0037)

retron_type_VI_hth_cluster2_1 (CDS_0038)

39 40 41

SAMEA2737733_a1_ct78474_vs1: 16,582-29,125 (+)

32 33
FS_Sma__Sma (CDS_0034)

35 36
transcriptional repressor (CDS_0037)

retron_type_VI_hth_cluster2_1 (CDS_0038)

39 40 41

uvig_139171: 16,582-28,220 (+)

endolysin (CDS_0031) 32
FS_Sma__Sma (CDS_0033)

34 35
transcriptional repressor (CDS_0036)

retron_type_VI_hth_cluster2_1 (CDS_0037)

38 39 40

uvig_167473: 16,721-28,432 (+)

integrase (CDS_0032)
PDC-S25_WP_158408084.1 (CDS_0033)

34

transcriptional repressor (CDS_0035)
retron_type_VI_hth_cluster2_1 (CDS_0036)

37 38

uvig_311589: 16,637-25,892 (+)

32
FS_Sma__Sma (CDS_0033)

34 35 36

IMGVR_UViG_3300006298_000014|3300006298|Ga0099618_100297: 16,348-26,620 (+)

32
FS_Sma__Sma (CDS_0033)

34 35 36

retron_type_VI_hth_cluster2_1 (CDS_0037)

38
39

40 43

ivig_3961: 16,727-29,929 (+)

31 DNA polymerase (CDS_0032)
capH (CDS_0033)

34 35 36 37 38 39
anti-SOS response (APIS178) (CDS_0040)

41 45 46 47
ParB-like partition protein

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


