
TemPhD_cluster_62539: 21,858-34,347 (+)

26 27 28 29 30 31 32 33 34

PDC-M11B_WP_204471233.1 (CDS_0035)
PDC-M11A_WP_212116594.1 (CDS_0036)

37
DS-34__DS-34A (CDS_0038)

39 40 41 42 43

TemPhD_cluster_26332: 21,026-33,336 (+)

32 33
integrase (CDS_0034)

PDC-M11B_WP_204471233.1 (CDS_0035)
PDC-M11A_WP_212116594.1 (CDS_0036)

37 DksA-like zinc-finger protein

TemPhD_cluster_51103: 24,133-36,177 (+)

33 34 35 36 PDC-S20_WP_004742720.1 (CDS_0037)

TemPhD_cluster_51683: 21,653-33,951 (+)

31 32 33
PDC-S20_WP_191968580.1 (CDS_0034)

DS-34__DS-34A (CDS_0035) 38 41

IMGVR_UViG_2922844242_000003|2922844242|2922844242|4208733-4246687: 23,238-37,709 (+)

32 33 34 35 36 37

PDC-M11B_WP_204471233.1 (CDS_0038)
PDC-M11A_WP_212116594.1 (CDS_0039)

40 41

IMGVR_UViG_651053036_000002|651053036|651053122|1535500-1568384: 21,327-32,639 (+)

31 32 33

PDC-M11B_WP_204471233.1 (CDS_0034)
PDC-M11A_WP_212116594.1 (CDS_0035)

36 37

SAMN00792064_a1_ct31730_vs1: 21,328-38,178 (+)

transcriptional regulator (CDS_0031)
32 33 34 35 36 37 38

integrase (CDS_0039)

PDC-M11B_WP_204471233.1 (CDS_0040)
PDC-M11A_WP_212116594.1 (CDS_0041)

42

IMGVR_UViG_2767802212_000003|2767802212|2767831582|3832329-3867249: 20,563-33,691 (+)

transcriptional regulator (CDS_0030)

31

Retron__RT_Tot_10 (CDS_0032)
DrmC_00006 DrmC (CDS_0033)

transposase (CDS_0034)
35

PDC-M11B_WP_204471233.1 (CDS_0036)

PDC-M11A_WP_212116594.1 (CDS_0037)

38

IMGVR_UViG_2519899599_000001|2519899599|2519932147|14145-47380: 20,563-32,006 (+)

30 31
Retron__RT_Tot_10 (CDS_0032)

DrmC_00006 DrmC (CDS_0033)

transposase (CDS_0034)

PDC-M11A_WP_212116594.1 (CDS_0035)

36

IMGVR_UViG_3300014690_000036|3300014690|Ga0121480_100005|73101-109622: 20,569-35,292 (+)

transcriptional regulator (CDS_0030)

31
Retron__RT_Tot_10 (CDS_0032)

33 34 35

PDC-M11B_WP_204471233.1 (CDS_0036)
PDC-M11A_WP_212116594.1 (CDS_0037)

38 39

IMGVR_UViG_2916627578_000003|2916627578|2916627585|165933-202962: 22,394-36,784 (+)

30 31
Retron__RT_Tot_10 (CDS_0032)

33 34 35 PD-Lambda-1__PD-Lambda-1 (CDS_0036)

IMGVR_UViG_2834054130_000005|2834054130|2834054144|79240-116866: 21,116-37,381 (+)

30 31 32 33 34 35 36
DS-34__DS-34B (CDS_0037)

38 41 42 43 44

IMGVR_UViG_2854351940_000003|2854351940|2854351961|153860-187472: 21,739-33,594 (+)

30 31 32 DS-34__DS-34A (CDS_0033)

IMGVR_UViG_2588253798_000002|2588253798|2588274416|229560-264538: 24,134-34,733 (+)

33 34 35 36

6000 nt

connector integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


