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tet_prtrans_34-NCBIFAM oxytetracycline resistance phosphoribosyltransferase domain-containing protein Tet(34) (NFO00014.1) (CDS_0037)
28 29 30 31 32 33

z#

uvig_454115:17,829-28,734 (+)

28 29 30 31 36 37 38
uvig_155000: 18,032-30,367 (+)

28 29 30 31
—— ———— ———— o ——————— T ] I . N E—— E— B B
IMGVR_UViG_3300045988_129398|3300045988|Ga0495776_158934:18,032-29,381 (+)

28 29 30 31

w
N

33

w
r
@
&

<
Q
<
el
<
<
@)
w
W
o
o
o
]
0
%
)
[
o
o
o
]
o<}
o
w
w
o
(o]
o
]
0
o
)
[
)
o)

o
)
N
EN
@®
[
(&)
=
Q
o
]
~
>
—
IS
®
™
®
~N
=
o
[N}
@
[
~

fos)
[
N
N
o
fos]
~
N

*+)

28 29 30

w
hey
w
N
w
w

<
@)
<
el
C
<
@)
w
W
o
o
o
=
o
0
o]
©
=
~
)
O
o
B
w
@
o
o
o
=
&
0
@©
®
[4)
o5

o
X
NS
o
~
~
[oN
=
o
N}
N
a1
@
=y
~

[}
O
R
N
0
@
N
@

_ 217, (+)
28 29 30

w
e
w
N
w
w

2-aminooxy adenylosuccinate synthetase (CDS_0039)
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