
OTU_1130: 29,654-37,553 (+)

40 41 42 43 44 45 46 47 48
MTase_II_00074 Type (CDS_0049)

50
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IMGVR_UViG_3300045988_153270|3300045988|Ga0495776_028329: 29,702-36,814 (+)
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IMGVR_UViG_3300045988_145525|3300045988|Ga0495776_158051: 34,739-42,855 (+)
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Ma_2019_SRR413577_NODE_216_length_55149_cov_2.569681: 35,347-43,504 (+)

Rha-like transcriptional regulator (CDS_0045) 52 53 54 55 56

MGV-GENOME-0314310: 31,018-39,948 (+)
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