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MGV-GENOME-0287578: 23,665-31,566 (+)

retron_type_VI_hth_cluster2_1 (CDS_0040)
38 39 41 42

IMGVR_UViG_3300029608_000018|3300029608|Ga0245152_100584: 22,281-31,038 (+)
capH (CDS_0048)
39 43 44 46 47 49 MTase_II_00157 Type (CDS_0052)
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IMGVR_UViG_3300045988_020408|3300045988|Ga0495776_006293: 26,007-34,876 (+)
capH (CDS_0039)
37 38 40 41
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MGV-GENOME-0285536: 22,211-31,090 (+)
capH (CDS_0044)
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IMGVR_UViG_3300045988 _010868|3300045988|Ga0495776_020523:24,592-33,362 (+)
30 35 36 37 38 39

—
MGV-GENOME-0271516:21,093-29,479 (+)

tRNA-Ser(GCT) 40 42 4344 45 46 47 48 53
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IMGVR_UViG_3300007657_000010|3300007657|Ga0105536_100309: 24,948-34,480 (+)
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integration and excision unknown function defence (PADLOC) pseudogene




