phosphoadenosine phosphosulfate reductase (CDS_0063)
59 60 61 62 [ 64 65 66 67 68 69 70 71 72 73  kinase

IMGVR_UViG_3300045988_010868|3300045988|Ga0495776_020523: 36,158-42,204 (+)
51 DNA methyltransferase (CDS_0055) 57 58 59 60
1 |
MGV-GENOME-0271516:32,966-39,151 (+)
58 62 63 64 65 66

MGV-GENOME-0285776:35,345-41,544 (+)

MGV-GENOME-0285536: 35,240-41,494 (+)

IMGVR_UViG_3300045988_020408|3300045988|Ga0495776_006293: 38,581-44,541 (+)
62 63 64 65
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IMGVR_UViG_3300029608_000018|3300029608|Ga0245152_100584:35,182-41,365 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0070)
HNH endonuclease (CDS_0068)
66 67 69 71
L & + »r > 4 4 X 3 X X ¥ X X
s —
uvig 27355:35,734-41,406 (+)
HNH endonuclease (CDS_0067)
64 65 66 68 69 70
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MGV-GENOME-0287578:35,710-41,452 (+)

HNH endonuclease (CDS_0068)
66 67 69 70 71
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MGV-GENOME-0287375: 35,734-41,406 (+)
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