tRNA-Ser(GCT)

holin (CDS_0039) "DnaB-like replicative helicase (CDS_0042)
30 31 32 33 34 35 36 37 38 endolysin (CDS_0040)| 41 43

MGV-GENOME-0198346: 20,039-27,665 (+)
DnaB-like replicative helicase (CDS_0040)

35 36 37 38 39 | 41
| I I N —
MGV-GENOME-0192254: 20,039-26,606 (+)

DnaB-like replicative helicase (CDS_0038)
37 [ 39
I S _—
MGV-GENOME-0176124: 20,168-24,064 (+)
endolysin (CDS_0029)
22 23 24 25 26 27 28 30 31 32 33

MGV-GENOME-0150958:12,320-20,616 (+)
22 23 24 25 26 27

MGV-GENOME-0137196:12,494-18,968 (+)
holin (CDS_0028)
22 23 24 25 26 27 endolysin (CDS_0029) 30 31

32 33 34

————— E—
MGV-GENOME-0163274:12,480-22,251 (+)
holin (CDS_0028)

22 23 24 25 26 27 endolysin (CDS_0029)

MGV-GENOME-0154995:12,480-19,952 (+)
holin (CDS_0026)
22 23 24 25 endolysin (CDS_0027)

— —
MGV-GENOME-0134381:12,490-18,661 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0025)

23 24 26 27 28 29 30 31 32
I ——— E— I _— — — —
MGV-GENOME-0151567:12,466-19,669 (+)
22 23 24 25 26 27
—— R E— - E—— — —
MGV-GENOME-0133269:12,437-18,543 (+)
22 23 24 25 26 27 28 29 30 31 32

— . R B E—
MGV-GENOME-0155456:12,498-21,213 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0026)
22 23 24 25 27 28 29 30 31 32 88}

I B I R
MGV-GENOME-0150981:12,313-20,618 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0025)
16 21 22 23 24 26 27 28 29 30 31 32

MGV-GENOME- 0148537 12,017-20,301 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0028)
22 23 24 25 26 27 29 30 31 32 33 34 35 36

|
‘
#

MGV-GENOME-0165144:12,435-22,515 (+)
DnaB-like replicative helicase (CDS_0038)
\ 39

MGV-GENOME-0179394:20,662-24,548 (+)
4000 nt i
DNA, RNA and nucleotide metabolism lysis other unknown function tRNA
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