
MGV-GENOME-0299635: 32,017-36,203 (+)

38 39 40 41 42 43 44 45 46 47 48 49

MGV-GENOME-0275401: 26,597-31,020 (+)

34 35 36 37 38

MGV-GENOME-0324810: 29,758-34,744 (+)

40 41 42 43 48

MGV-GENOME-0268126: 20,344-29,636 (+)

33 34 38 39 40 41 42

uvig_185043: 18,153-27,208 (+)

29 30 31 32

uvig_300790: 52,081-61,379 (+)

73 74 75 76 77

MGV-GENOME-0313853: 32,017-41,072 (+)

48 49 50 51

SAMN05827053_a1_ct36893_vs1: 42,710-51,704 (+)

63 64 65 66

MGV-GENOME-0306265: 29,719-38,322 (+)

40 45 46

uvig_127851: 18,831-27,025 (+)

36 37

uvig_323504: 39,915-49,039 (+)

60 61 63

MGV-GENOME-0319337: 35,213-44,337 (+)

52 54

IMGVR_UViG_3300045988_188252|3300045988|Ga0495776_036307|397-56940: 36,945-46,214 (+)

57 58 59 60 61

MGV-GENOME-0306641: 29,330-38,443 (+)

44 45 46 47

MGV-GENOME-0309843: 30,781-39,557 (+)

48 49 50

MGV-GENOME-0305618: 29,994-38,923 (+)

46 47 48

uvig_456224: 50,645-59,511 (+)

72 73 74 75

MGV-GENOME-0340368: 30,754-39,928 (+)

43 44 45 46 47

IMGVR_UViG_3300045988_087604|3300045988|Ga0495776_141884: 37,183-46,321 (+)

58 59 60 61 62

uvig_214649: 42,129-51,808 (+)

63 64 65 66 67 68 69

IMGVR_UViG_3300045988_185713|3300045988|Ga0495776_054987|2633-60131: 36,916-47,168 (+)

57 58 59 60 61 62 63 64 66

IMGVR_UViG_3300045988_064391|3300045988|Ga0495776_150233: 37,255-46,940 (+)

58 59 60 61 62 63 64

MGV-GENOME-0327659: 37,561-47,512 (+)

57 58 59 60 61 62 63

MGV-GENOME-0278355: 22,658-31,598 (+)

41 42 43 44

MGV-GENOME-0234412: 14,927-23,860 (+)

30 31 32 33

uvig_334786: 38,757-48,362 (+)

59 60 61 62 63

uvig_278539: 39,090-48,322 (+)

61 62 63 64 65

OTU_437: 52,038-60,637 (+)

63 64 65

MGV-GENOME-0244761: 16,737-25,599 (+)

30 31 32 33

MGV-GENOME-0308187: 30,030-38,963 (+)

47 48 49 50

MGV-GENOME-0301129: 30,555-34,626 (+)

40 41 42 43

uvig_287328: 53,267-64,186 (+)

73 74 75 76 77 78 80 MTase_II_00048 Type (CDS_0081)

MGV-GENOME-0309515: 30,313-40,218 (+)

47 48 49 50 51

uvig_244658: 51,633-61,672 (+)

73 74 75 DNA methyltransferase (CDS_0078)

MGV-GENOME-0308388: 29,795-39,838 (+)

47 48 49 MTase_II_00048 Type (CDS_0052)

uvig_330973: 34,120-45,135 (+)

51 52 53 54 55 56

MGV-GENOME-0237281: 14,918-25,260 (+)

32 33 34 35

IMGVR_UViG_3300045988_060015|3300045988|Ga0495776_173737: 54,746-64,349 (+)

85 86

MGV-GENOME-0310740: 31,072-40,673 (+)

47 48

MGV-GENOME-0313612: 32,199-41,800 (+)

49 50

MGV-GENOME-0329474: 39,671-49,810 (+)

61 62 69

uvig_487591: 38,834-48,388 (+)

59 60 61

MGV-GENOME-0336412: 32,824-42,278 (+)

primase (CDS_0043) 48

uvig_196140: 33,154-42,989 (+)

49 50 51 52

IMGVR_UViG_3300045988_184349|3300045988|Ga0495776_072750|3-60477: 41,027-51,529 (+)

63 64 65 66 MTase_II_00048 Type (CDS_0067)

IMGVR_UViG_3300045988_054708|3300045988|Ga0495776_113340: 36,501-46,597 (+)

56 57 58 59 64

4000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC)


