mads_1 (CDS_0024)
capH (CDS_0023)
26
27
25 T28 29 exonuclease

131415 16 17 18 19 20 21 22

]
MGV-GENOME-0252440: 10,219-21,069 (+)
capH (CDS_0023)
20 21 22 | 28

MGV-GENOME-0285920: 9,775-18,484 (+)
19 20 21 22 23 24 25 capH (CDS_0026)

I
uvig 142209:10,219-26,379 (+)
24 26 tail length tape measure protein (CDS_0031)
20 21 22 23[25 27 28 29 30 3233 capH (CDS_0034)

IMGVR_UViG_3300045988_100131|3300045988|Ga0495776_139598:10,756-28,039 (+)
24 26 tail length tape measure protein (CDS_0031)
20 21 22 2§T25T 27 28 29 30 82188 34 capH (CDS_0035)

IMGVR_UViG_3300045988_097867|3300045988|Ga0495776_094835: 10,728-27,452 (+)

nucleoside 2- deoxyrlbosyltransferase (CDS_0032)
tail length tape measure proteln (CDS_0031)
UvsX like recombinase (CDS_0036)
24 26 holin (CDS_0035)
20 21  tail protein (CDS_0022) 23[25] 27 28 29 30 | 3334 \ 37 38

e S s S S B
IMGVR_UViG_3300029356_000260|3300029356|Ga0243797_100123|56634-102942: 10,728-30,909 (+)

tail length tape measure protein (CDS_0031)

UvsX-like recombinase (CDS_0036)
24 26 holin (CDS_0035)

20 21 tail protein (CDS 0022) 23[25 [ 27 28 29 30 323334 \ 37 38

|
|
LI

IMGVR_UViG_3300029767_000330|3300029767|Ga0243804_100221|57235-103543: 10,728-31,348 (+)
PDC-S18_WP_062275062.1 (CDS_0024)
transcriptional repressor (CDS_0025)
19 21 22 23 | T 2627 exonuclease (CDS_0032)

MGV-GENOME-0252425:10,716-23,175 (+)

PDC-518_ WP_062275062.1 (CDS_0023)
transcriptional repressor (CDS_0024)

21 22 | 25 26
CEDDUDE > — T HIBDED

SAMEA2737674_al_ct7432_vs1:10,716-23,095 (+)
PDC-518_WP_062275062.1 (CDS_0023)
transcriptional repressor (CDS_0024)

19 20 21 22 | 25 26

Ma_2019_SRR1778456 NODE_698 length_38542_cov_3.081430: 10,415-24,906 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0034)
UvsX-like recombinase (CDS_0030;
LisR/LisK (VF0792) (CDS_0033) capH (CDS_0042)
20 21 22 23 24 25 26 27 2829 31 32 \ 35 36 37 38 39 40 41

|
#.
#
a2

———— — ——— " —— ————— — "\ § ———— & | 1 ¥ & ;]
uvig_378413:10,195-35,461 (+)

20 21 22 23 24 25 26 27 28 29 UvsX-like recombinase (CDS_0030)

IMGVR_UViG_3300014709_000127|3300014709|Ga0134424_100072[8619-54490: 10,195-27,051 (+)
22 23 24 25 26

[y
el
N
o
N
e

IMGVR_UVIiG_ 3300045988 _127052|3300045988|Ga0495776_157749:10,017- 24 476 (+)
19 20 21 22 23 2425 26

I —— S S N .
uvig_498419:9,312-23,314 (+)

19 20 21 22 23 24 25 26 27 28 29

SRS097958_a1_ct3667_vs1:10,071-29,173 (+)
24
18 19 20 21 22 23] 25 26 2728 capH (CDS_0032)

IMGVR_UViG_3300045988_110815|3300045988|Ga0495776_132612:9,148-25,518 (+)

19 20 21 22 23 24] 26 27 2829

Shkoporov_2018 SRR6128057_NODE_11_length_39256_cov_52.564348:10,017-26,466 (+)
25
18 19 20 21 22 23 24T 26 27 2829

IMGVR_UViG_3300008404_000018|3300008404|Ga0115185_100451:9,076-25,499 (+)
20 21 22 23 24 25 26

—— ——— ¢ ————— — ——————§ — 7 ————— "} ;i ]
uvig_563332:10,199-27,833 (+)

18 PDC-518_WP_062275062.1 (CDS_0020)

—— ——— R
uvig 594962:9,483-18,736 (+)

endolysin (CDS_0027)
20 21 22 23 24 25 26 28 29 31

I E—

uvig_182958:10,294-27,545 (+)

major head protein (CDS_0013)
14 18

I
uvig 291343:8,752-14,588 (+)

10000 nt i
DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis other tail transcription regulation unknown function defence (PADLOC)
— I L]

virulence (VFDB) AMR (AMRFinderPlus)




