
uvig_247526: 24,172-33,910 (+)

tail fiber protein
baseplate hub (CDS_0038)

tail length tape measure protein (CDS_0039)
virion structural protein (CDS_0040)

41 42 43 44 45 anti-repressor (CDS_0046)
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endonuclease (CDS_0048)

tail sheath (CDS_0049) 50 51
tail completion or Neck1 protein (CDS_0052)

IMGVR_UViG_3300029996_000039|3300029996|Ga0245029_100573: 12,616-22,354 (-)

anti-repressor (CDS_0028)2930

MGV-GENOME-0237766: 139-8,814 (-)

679

MGV-GENOME-0226918: 24,427-32,627 (+)

45 46 47 48

MGV-GENOME-0239211: 169-9,943 (-)

endonuclease (CDS_0006)anti-repressor (CDS_0007)

Han_2018_ERR1398081_NODE_271_length_35644_cov_39.598893: 26,245-35,540 (+)

44 endonuclease (CDS_0045)

uvig_412600: 134-7,570 (-)

6

Ma_2019_SRR341652_NODE_182_length_48551_cov_54.364546: 12,678-22,125 (-)

25303132

IMGVR_UViG_3300045988_059475|3300045988|Ga0495776_116922: 12,731-22,106 (-)

272829

uvig_582154: 26,153-33,307 (+)

41 43

uvig_592321: 11,609-21,270 (-)

virion structural protein (CDS_0017)
181925

MGV-GENOME-0240851: 27,734-35,236 (+)

endonuclease (CDS_0048)

MGV-GENOME-0231838: 105-7,635 (-)

endonuclease (CDS_0005)

IMGVR_UViG_3300029502_000011|3300029502|Ga0244223_100526: 13,889-21,517 (-)

30

MGV-GENOME-0309228: 11,894-19,923 (-)

21endonuclease (CDS_0027)

IMGVR_UViG_3300045988_050059|3300045988|Ga0495776_116670: 11,399-21,000 (-)

19endonuclease (CDS_0025)

NC_042041.1: 11,744-20,108 (-)

22endonuclease (CDS_0028)

uvig_257342: 10,030-18,717 (-)

endonuclease (CDS_0024)28
anti-repressor Ant (CDS_0029)

IMGVR_UViG_3300045988_066185|3300045988|Ga0495776_116691: 11,562-20,059 (-)

2829

uvig_332678: 11,309-20,313 (-)

23anti-repressor (CDS_0029)tail fiber protein (CDS_0034)
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DNA, RNA and nucleotide metabolism connector head and packaging tail transcription regulation unknown function


