
MGV-GENOME-0239211: 22,595-33,004 (+)

gnarl1 O-antigen-based barrier (APIS034) (CDS_0033)
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0034)

35
exonuclease (CDS_0036)

37 38
DNA helicase (CDS_0039)

40 41 42 43 DNA primase (CDS_0044) 45
46

47 48 DNA repair exonuclease

IMGVR_UViG_3300045988_050059|3300045988|Ga0495776_116670: 35,079-45,016 (+)

59

IMGVR_UViG_3300029538_000003|3300029538|Ga0244900_100542: 33,814-43,116 (+)

HNH endonuclease (CDS_0056) 61

IMGVR_UViG_3300029502_000011|3300029502|Ga0244223_100526: 35,338-45,685 (+)

60 61
HNH endonuclease (CDS_0062)

65 endonuclease (CDS_0067)

MGV-GENOME-0226918: 893-11,292 (-)

DNA repair exonuclease (CDS_0003)1013
14

15

uvig_247526: 1,047-11,266 (-)

9

MGV-GENOME-0231838: 22,250-32,792 (+)

DNA methyltransferase (CDS_0042)

MGV-GENOME-0231940: 21,392-30,384 (+)

37 43 47

Han_2018_ERR1398081_NODE_271_length_35644_cov_39.598893: 2,665-13,860 (-)

polynucleotide kinase (CDS_0006)711
DS-32__DS-32B (CDS_0013)

HNH endonuclease (CDS_0019)

MGV-GENOME-0240851: 3,590-14,481 (-)

13HNH endonuclease (CDS_0015)20

MGV-GENOME-0309228: 36,180-45,518 (+)

HNH endonuclease (CDS_0060) 62

SAMN09781743_a1_ct207821_vs1: 2,714-13,289 (-)

11131415

uvig_592321: 34,890-45,465 (+)

60 61 62

uvig_582154: 743-12,649 (-)

51013

MGV-GENOME-0237766: 21,071-32,653 (+)

37 39
GTP-binding domain (CDS_0040)

42 43

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0044)

DNA methyltransferase (CDS_0046)

MGV-GENOME-0235429: 2,185-13,766 (-)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0012)1314

IMGVR_UViG_3300045988_066185|3300045988|Ga0495776_116691: 33,561-44,853 (+)

61

GTP-binding domain (CDS_0062)
63

64 65 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0066)

uvig_255700: 23,736-40,300 (+)

39 40 DNA polymerase (CDS_0041)42 GTP-binding domain (CDS_0047)
48

49 50
HNH endonuclease (CDS_0051)

RusA-like Holliday junction resolvase (CDS_0052)
GTP-binding domain (CDS_0054)

endonuclease (CDS_0056)

MGV-GENOME-0218315: 1,915-13,428 (-)

HNH endonuclease (CDS_0005)68HNH endonuclease (CDS_0011)121314

uvig_438241: 33,403-43,936 (+)

57 58 59 HNH endonuclease (CDS_0060)

MGV-GENOME-0235879: 20,211-31,251 (+)

34 37 39 41 42 HNH endonuclease (CDS_0043)

uvig_257342: 30,324-40,987 (+)

DNA polymerase (CDS_0050)
endonuclease (CDS_0051)

DNA polymerase (CDS_0052) 56 57 63

6000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) anti-defence (dbAPIS)


