
IMGVR_UViG_3300029752_000237|3300029752|Ga0243766_100034|12488-53780: 13,623-35,359 (+)

endolysin

tail protein (CDS_0018)

19 20
tail protein (CDS_0021)

22 23 24
25

26 27 28 29
amidase (CDS_0030)

31

GroEL (VF0594) (CDS_0032)
integrase (CDS_0033)

34 35

retron_type_VI_hth_cluster2_1 (CDS_0036)

37 38
39

40

41

Mu Gam-like end protection (CDS_0042)
Erf-like ssDNA annealing protein (CDS_0043)

44 45 46 47
48

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0049)

RusA-like Holliday junction resolvase (CDS_0050)

nucleotide kinase (CDS_0051)

IMGVR_UViG_3300029870_000203|3300029870|Ga0245312_100016|23499-64785: 13,623-34,770 (+)

23 24
25

26 27 28 29
amidase (CDS_0030)

31

GroEL (VF0594) (CDS_0032)
integrase (CDS_0033)

34 35

retron_type_VI_hth_cluster2_1 (CDS_0036)

37 38
39

40

41

Mu Gam-like end protection (CDS_0042)
Erf-like ssDNA annealing protein (CDS_0043)

44 45 46

uvig_383219: 13,623-37,259 (+)

23 24
25

26 27 28 29
amidase (CDS_0030)

31 32 33 34 35 36
37

38

Mu Gam-like end protection (CDS_0039)
Erf-like ssDNA annealing protein (CDS_0040)

41 42

uvig_34448: 13,634-27,816 (+)

23
integrase (CDS_0024)

25

transcriptional repressor (CDS_0026)

retron_type_VI_hth_cluster2_1 (CDS_0027)

28 29
30

31

32

Mu Gam-like end protection (CDS_0033)
Erf-like ssDNA annealing protein (CDS_0034)

35 36 37 38

OTU_2754: 13,634-33,707 (+)

21

transposase (CDS_0022)
transposase (CDS_0023)

tail protein (CDS_0024) 26 27 28 29

amidase (CDS_0030)

31 32
integrase (CDS_0033)

34

transcriptional repressor (CDS_0035)

retron_type_VI_hth_cluster2_1 (CDS_0036)

37 38
39

40

41

Mu Gam-like end protection (CDS_0042)
Erf-like ssDNA annealing protein (CDS_0043)

44 45 46
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0050)

51 52

SAMEA2580110_a1_ct90055_vs1: 13,623-26,229 (+)

23 24
25

26 27 28 29
amidase (CDS_0030)

31

MGV-GENOME-0227182: 13,623-25,454 (+)

23 24
25

26 27 28 29 30

uvig_453886: 13,642-26,559 (+)

23 24 25
26

27 28 29 30 31 32
amidase (CDS_0033)

34

MGV-GENOME-0214541: 13,623-24,052 (+)

23 24 25
26

27

MGV-GENOME-0196492: 13,623-20,833 (+)

23

MGV-GENOME-0197553: 13,623-21,023 (+)

23

MGV-GENOME-0200634: 13,623-21,555 (+)

23 24

9000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other tail transcription regulation unknown function defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)


