replication initiation protein (CDS_0014)
tail protein (CDS_0011) ParA-like partition protein (CDS_0018)
" {ail length tape measure protein (CDS_0012) 15 22
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MGV GENOME 4341137:6,358-15,547 (+)
8 13 14 16

MGV-GENOME- 0132320 5917-16,421 (+)
ParA-like partition protein (CDS_0018) 19 25 26
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MGV-GENOME-0129141:7,687-16,752 (+)
replication initiation protein (CDS_0015) 16 19

I N E—
MGV-GENOME-4344700: 6,905-15,503 (+)
ParA-like partition protein (CDS_0018)
13 minor tail protein (CDS_0014) 20

MGV-GENOME-0137268: 5,908-16,953 (+)

I E— —
uvig 454679:6,309-15,436 (+)

I — E—
MGV-GENOME-0141487:5,918-17,519 (+)

I R —
MGV-GENOME-0127837:5,903-15,651 (+)

tail length tape measure protein (CDS_0012)
head-tail adaptor (CDS_0007) 14

I ——— E—
uvig 35075:5,559-12,829 (+)
RM_Type_lI_Type_ll_MTases FAM_2 (CDS_0018)
tRNA-Met(CAT)
13 14 15 16 17 19 20 21 22 25

uvig_519112:5,891-22,416 (+)

—— —
MGV-GENOME- 0147331 6,911-17,813 (+)

ParA-like partition protein (CDS_0018)
13 14 19
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MGV-GENOME- 0145462 5,915-16,849 (+)

nucleoside 2-deoxyribosyltransferase (CDS_0013) 18

MGV-GENOME-4344314:5,918-14,721 (+)
13 14 16 17 23

S — e ———
MGV-GENOME-0135517:6,343-16,444 (+)

16 17

—— —
uvig 442809 _:6,359-16,427 (+)
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