holin (CDS_0021) capP (CDS_0024)
19 tRNA-Trp(CCA) 25
14 15  tail protein (CDS_0016) 17 1820 22 ] 23 T26 27

e Eont |
IMGVR_UViG_3300029828_000249|3300029828|Ga0244885_100032|132971-175336:8,680-22,251 (+)
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———————— ——  — ———— " ——————— ]
uvig_246250:8,680-21,660 (+

2223 24 25 27 capH (CDS_0031)

uvig_239323:8,684-25,253 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0030)
Siderophore-dependent iron uptake system (VF0738) (CDS_0028)
22 23 24 25 26 27 VirR/VirS (VF0791) (CDS_0029) 31 32

| B I N | P I L RN S B -
uvig 539691:8,679-32,623 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0030)
Siderophore-dependent iron uptake system (VF0738) (CDS_0028)
VirR/VirS (VF0791) (CDS_OOZ?)
22 23 24 25 26 27 | | 31 32 33

é

uvig_140028: 8,680-33,591 (+)
17 18 21 22

L _ _——————— "I ————— N ]
SAMEA2737758_al_ct162257_vs1:8,684-23,280 (+)

12 13 17 18 21

I ———————
GV-GENOME-0283421:7,904-20,608 (+)

<

PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NFO10315.0) (CDS_0025)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0020)
tail protein (CDS_0016) 17 18 19 21 22 23 24 | 26
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Ma_2019_SRR341641 NODE_142_length_48020_cov_1.923173:7,477-27,487 (+)

9000 nt i
DNA, RNA and nucleotide metabolism lysis tail unknown function defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA pseudogene
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