DnaC-like helicase loader (CDS_0032) integrase (CDS_0045)
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MGV-GENOME-0223708:22,670-31,094 (+

36 37 38 39 40 41

IMGVR_UViG_3300008708_000004|3300008708|Ga0115607_100017: 24,941-33,582 (+)
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DNA binding protein (CDS_0041) 42 43 44

SRS148284 _a1_ct33290_vs1:26,972-35,123 (+)
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MazG-like pyrophosphatase (CDS_0029)
MazG-like pyrophosphatase (CDS_0030)
membrane protein (CDS_0031)
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SRS024140_al ct31229 vs1:14,600-24,249 (+)

35 36 37 38 39 40 terminase small subunit (CDS_0045)

MGV-GENOME-0239204: 23,129-32,267 (+)
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IMGVR_UViG_3300008637_000012|3300008637|Ga0115682_100047: 28,291-34,016 (+)

3000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
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