
IMGVR_UViG_3300007789_000006|3300007789|Ga0105762_100049: 17,959-24,909 (+)
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uvig_577689: 15,795-24,322 (+)
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19 24 25 DnaC-like helicase loader

IMGVR_UViG_3300008708_000004|3300008708|Ga0115607_100017: 19,195-27,697 (+)

Abi_alpha Abortive infection alpha (CDS_0026)
anti-repressor (CDS_0027) 33 34

IMGVR_UViG_3300006261_000012|3300006261|Ga0099521_100199: 17,947-24,498 (+)
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DNA polymerase exonuclease subunit (CDS_0024)
capH (CDS_0026)

2728 30

IMGVR_UViG_3300008630_000005|3300008630|Ga0111367_100217: 15,453-23,415 (+)
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SRS015128_a1_ct25125_vs1: 17,962-24,250 (+)

22 25 26 replication initiation protein (CDS_0033)

SRS053603_a1_ct41131_vs1: 7,046-16,499 (+)

12 13 19 20
DNA binding protein (CDS_0021)

TemPhD_cluster_43901: 18,136-24,020 (+)

25 26

SRS015985_a1_ct44631_vs1: 7,650-18,638 (+)

12 13 PblB-type receptor binding (CDS_0014) 19 20

IMGVR_UViG_3300008515_000004|3300008515|Ga0115189_1000297: 15,863-25,169 (+)
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IMGVR_UViG_3300007968_000107|3300007968|Ga0105969_100040|41293-74187: 16,529-25,080 (+)

24 25

IMGVR_UViG_3300008637_000012|3300008637|Ga0115682_100047: 20,749-26,703 (+)

29

SRS104041_a1_ct10_vs01: 14,330-22,574 (+)

25

TemPhD_cluster_43737: 19,567-27,329 (+)
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MGV-GENOME-0201352: 6,813-19,592 (+)

superinfection exclusion (CDS_0016) 1920 21

TemPhD_cluster_13800: 14,899-24,844 (+)

capH (CDS_0023)
24 25 28

DNA binding protein (CDS_0029)
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