
IMGVR_UViG_3300007132_000008|3300007132|Ga0103282_100045: 7,037-28,531 (+)

12 13 14 PblB-type receptor binding (CDS_0015) 16 17 18
Autolysin (VF0143) (CDS_0019)

20 21

PlcR-PapR quorum sensing (VF0660) (CDS_0022)

23
mads_8 (CDS_0024)

25 26

clamp loader of DNA polymerase (CDS_0027)

integrase (CDS_0028)
29 30

capH (CDS_0031)

32

transcriptional repressor (CDS_0033)
anti-repressor (CDS_0034)

IMGVR_UViG_3300008637_000012|3300008637|Ga0115682_100047: 7,046-25,188 (+)

PblB-type receptor binding (CDS_0015) 16
Autolysin (VF0143) (CDS_0019)

20 21 22 23 24 29 31

TemPhD_cluster_43737: 7,100-23,147 (+)

PblB-type receptor binding (CDS_0015)
Autolysin (VF0143) (CDS_0019)

20

IMGVR_UViG_3300007968_000107|3300007968|Ga0105969_100040|41293-74187: 6,952-22,700 (+)

Autolysin (VF0143) (CDS_0018)
19 25

IMGVR_UViG_3300008515_000004|3300008515|Ga0115189_1000297: 6,949-23,585 (+)

Autolysin (VF0143) (CDS_0018)
19 21

MGV-GENOME-0223708: 7,043-22,320 (+)

Autolysin (VF0143) (CDS_0019)
20 superinfection exclusion (CDS_0022)

uvig_577689: 6,374-22,816 (+)

major tail protein (CDS_0010) 16
Autolysin (VF0143) (CDS_0018)

19 24 25

MGV-GENOME-0249592: 7,103-24,180 (+)

16
Autolysin (VF0143) (CDS_0019)

20 21 22 28 HTH DNA binding protein

MGV-GENOME-0239204: 7,103-23,048 (+)

Autolysin (VF0143) (CDS_0019)
20 21 22 HTH DNA binding protein (CDS_0028)

SRS148284_a1_ct33290_vs1: 6,456-26,622 (+)

holin (CDS_0018)
holin (CDS_0019)

Autolysin (VF0143) (CDS_0020)

21 22 23 24 25 anti-repressor Ant (CDS_0031)

SRS015128_a1_ct25125_vs1: 5,888-21,687 (+)

9 12 PblB AAG18640 (VF1090) (CDS_0014) 17
Autolysin (VF0143) (CDS_0018)

19 20

IMGVR_UViG_3300006261_000012|3300006261|Ga0099521_100199: 6,223-22,124 (+)

Autolysin (VF0143) (CDS_0018)

19
20

21 23

DNA polymerase exonuclease subunit (CDS_0024)

capH (CDS_0026)
2728

IMGVR_UViG_3300008720_000005|3300008720|Ga0115616_100032: 5,897-23,751 (+)

holin (CDS_0017)
holin (CDS_0018)

Autolysin (VF0143) (CDS_0019)

20

clamp loader of DNA polymerase (CDS_0021)

22

IMGVR_UViG_3300006521_000004|3300006521|Ga0101032_100054: 5,897-20,032 (+)

holin (CDS_0017)

SAMN11031295_a1_ct290: 6,066-24,617 (+)

15 17 18 19 20
holin (CDS_0021)

Autolysin (VF0143) (CDS_0022)

23

MGV-GENOME-0201352: 5,544-17,299 (+)

8 PblB-type receptor binding (CDS_0014)

SRS015985_a1_ct44631_vs1: 6,027-16,258 (+)

PblB-type receptor binding (CDS_0014)

TemPhD_cluster_43901: 5,671-20,294 (+)

PblB-type receptor binding (CDS_0014) 15
holin (CDS_0017)

holin (CDS_0018)

Autolysin (VF0143) (CDS_0019)

20

8000 nt

DNA, RNA and nucleotide metabolism connector integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (PADLOC) virulence (VFDB)


