52
radical SAM domain-containing protein (CDS_0026) 34 transposase (CDS_0038) integrase (CDS_0046) 51 54 ERCC4-type nuclease (CDS_0061)
24 25 27 28 29 30 31 32 33 [3536 37 3940 4142 43 44 45 4748 4950 [|537]55 56 57 58 59 60

§
4

[
IMGVR_UVIiG_3300045988 088792|3300045988|Ga0495776_130479: 17,447-40,228 (+)
51
35 37 39 integrase (CDS_0045) 50 53
30 31 32 33 34 [36]38 4041 42 43 44 4647 48 49 [|52]54 55 56

i

OTU_889: 17,465-40,447 (+)
PDC-522 WP_003530377.1 (CDS_0047)
53
34 38 40 integrase (CDS_0046) 52 55
30 31 32 33[ 35 363739 [4142 43 44 45 | 4849 5051 [|54][56 57

MGV-GENOME-0318943: 17,465-40,482 (+)
51
37 39 integrase (CDS_0045) 50 53
30 31 32 33 34 353638 [4041 42 43 44 4647 48 49 [|52]54 55

MGV-GENOME-0317361:17,465-39,782 (+)
transcriptional regulator (CDS_0046)
holin (CDS_0036) spA_00001 SspA (CDS_0048) 55 58

34 38 40 integrase (CDS_0049) 54 57
30 31 32 33] 35 3739 (4142 43 44 45 47 5051 5253 | |56][59 60

é

uvig_230860: 17,465-42,133 (+)
holin (CDS_0037)
35 39 41

31 32 33 34] 36 3840 [4243 44 45 46 4748

%H

MGV-GENOME-0306191: 17,922-35,446 (+)
holin (CDS_0037)
35 39 41 PDC-522_ WP_003530377.1 (CDS_0048) 55 57
31 32 33 34 36 38740 [4243 44 45 46 47 49505152 53 54 [56]58 59

S |

IMGVR_UViG_3300007097_000006|3300007097|Ga0102537_100126: 17,602-42,075 (+)
32 34 36 38 51 5355

28 29 30 31] 33 [35[37 [3940 41 42 43 44 454647 48 49 50 [52]54] 56

OTU_897:17,164-40,401 (+)

32 34 36 38 capH (CDS_0046) 50 52
28 29 30 31] 33 [35[37 3940 41 42 43 44 45 | 4748 49 [51]53 54
OO O i OO OPDDAEHED- DED KIHCHH—-E@RED{ OO0
N B S I B B N N I I N NN S B S
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uvig_169882: 17,722-40,064 (+)
tRNA-Arg(CCG) capH (CDS_0051) 55
36 38 40 42 integrase (CDS_0048) 53 [56 58
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DNA, RNA and nucleotide metabolism integration and excision lysis other transcription regulation unknown function defence (PADLOC) pseudogene
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