Holliday junction resolvase (CDS_0036) phosphoadenosine phosphosulfate reductase (CDS_0043)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CBS_0032) DnaC-like helicase loader (CDS_0039) cysH_IV-B_1(CDS_0041) ParB-like partition protein (CDS_0044)
30 31 33 34 35 | 37 38 40 42 | 45

I E——
uvig_595729:21,604-31,432 (+)
replication initiation protein (CDS_0037)
DnaC-like helicase loader (CDS_0039)
38 40
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SAMNO9781712_al ct142355 vs1:21,187-26,697 (+)
ParB-like partition protein (CDS_0045)
43 44 46
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MGV-GENOME-0213945:24,246-30,463 (+)
ParB-like partition protein (CDS_0034) 35  homing endonuclease (CDS_0036)

uvig_416672:20,562-24,972 (+)
34  homing endonuclease (CDS_0035)

MGV-GENOME-0177478:20,562-24,289 (+)
replication initiation protein (CDS_0034)
35 homing endonuclease (CDS_0036)

|

|
#

|

MGV-GENOME-0178670:20,562-24,467 (+)
replication initiation protein (CDS_0034)
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MGV-GENOME-4385578:20,562-24,333 (+)

replication initiation O-like (CDS_0037)
homing endonuclease (CDS_0036) 38 39

SAMNO09781760_al ct116043 vs1:21,480-26,072 (+)
homing endonuclease (CDS_0036) 37
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uvig 589531:21,480-25,450 (+)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0040)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0042)
replication initiation protein (CDS_0038) ParB-like partition nuclease (CDS_0041)
DnaC-like helicase loader (CDS_0039) | | 43 44
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—— ———————— ——]
SAMNO09781764 al ct353758 vs1:21,900-30,445 (+)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0038)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0040)
HNH endonuclease (CDS_0031) 37 ParB-like partition nuclease (CDS_0039) 41 42

MGV-GENOME-0201909:20,537-28,311 (+)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0039)
ParB-like partition nuclease (CDS_0038)
37 | 40 41
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uvig 580932:21,145-27,678 (+)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0045)

DnaC-like helicase loader (CDS_0043)

HNH endonuclease homing endonuclease (CDS_0040) 41 42 ParB-like partition nuclease (CDS_0044) 46 47
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SAMNO09781720_al_ct60520_vs1:21,799-31,628 (+)

DNA methyltransferase (CDS_0044) beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0052)
replication initiation protein (CDS_0039) DnaC-like helicase loader (CDS_0045) ParB-like partition nuclease (CDS_0051)
40 41 42 43 | 46 47 48 49 50 [ 53 54
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SAMNO09781788 _al ct51472 vs1:21,722-32,641 (+)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0046)

DnaC-like helicase loader (CDS_0043) beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0048)
34 37 40 41 42 44 45 ParB-like partition nuclease (CDS_6047) 49 50
T — I — I I I 1

uvig_588522:21,560-31,955 (+)
DnaC-like helicase loader (CDS_0037)
34 35 36 38 39 40 41 42

uvig 596128:16,465-23,167 (+)
Dpd__QueD (CDS_0044)
queuine tRNA-ribosyltransferase (CDS_0042) Dpd__FolE (CDS_0046)
DnaC-like helicase loader (CDS_0035) ParB-like partition protein (CDS_0041) Dpd__QueE (CDS_0045
33 34 36 37 38 endolysin (CDS_0039) 40 ‘ Dpd__QueC (CDS_OO43)
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MGV-GENOME-0211639:18,734-30,030 (+)
4000 nt i
DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) anti-defence (dbAPIS)
— I




