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MGV-GENOME-0273741:13,295-36,788 (+)
26 27 28
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MGV-GENOME-0271881: 13,295-36,440 (+)
26 27

MGV-GENOME-0245764:13,296-29,442 (+)
27 28 29

MGV-GENOME-0242517:13,285-31,367 (+)
ABC transporter (CDS_0028)
26 27 [29 30 31

MGV-GENOME-0279763:13,295-37,975 (+)
26 2728 31 32 36

MOV-GENOME 0269447 13.296.36,284 (+)
AbiEii_WP_067065479.1 AbiEii (CDS_0030)
AbiEi_WP_068866247.1 AbiEi (CDS_0029)
drt-cluster64 DRT (CDS_0034)
‘ 31 transposase (CDS_0038)
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SAMN06164453 al ct67242 ' vs1:13,295-51,130 (+)
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MGV-GENOME-0285389: 13 296- 39 035( )
nucleoside 2-deoxyribosyltransferase
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MGV-GENOME-0270156: 12,621-36,086 (+)
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OTU_2052:13,020-36,816 (+)
nucleoside 2-deoxyribosyltransferase (CDS_0020)
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uvig 111467:12,710-24,019 (+)

DNA binding protein (CDS_0026)
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SR5023583 al ct3047_vsO1: 11 779-41 790( )

protease (CDS_0024)
22 23 |25 26 28 31

SAMNO05827073_al ct96270 vs1:9,072-27,559 (+)
protease (CDS_0023)
20 22 24 25

MGV-GENOME-0258373:9,590-29,465 (+)
PD-T4-3_PD-T4-3 (CDS_0024)
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protease (CDS_0027)
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uvig_31179:9,593-35,334 (+)
PDC-M62B_WP_051775087.1 (CDS_0026)

anti-RM (APIS136) (CDS_0027)

23 24 25 | ] 282930 31

protease (CDS_0033)
32 T34 35
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MGV-GENOME-0292968:9,072-41,101 (+)

PDC-M62B_WP_051775087.1 (CDS_0025)
anti-RM (APIS136) (CDS_0026) protease (CDS_0032)
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IMGVR_UViG_3300045988_076222|3300045988|Ga0495776_093319:9,072-41,086 (+)

anti-RM (API1S136) (CDS_0024) protease (CDS_0030)
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IMGVR_UViG_3300030320_000292|3300030320|Ga0244994_100005|138228-180421:9,591-38,274 (+)
anti-RM (APIS136) (CDS_0023)

22 protease (CDS_0029)
21] 2425 26 27 28 Tao 31
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IMGVR_UViG_3300045988_050470|3300045988|Ga0495776_172936:9,593-37,807 (+)

anti-RM (APIS136) (CDS_0023)
22 protease (CDS_0029)
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MGV-GENOME-0298357:9,593-37,807 (+)

amidase (CDS_0028)
21 22 23 2627 29
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uvig_10449:9,593-27,448 (+)
PDC-S01_WP_067088819.1 (CDS_0023) 30
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MGV-GENOME-0303171: 9,593-39,461 (+)
PDC-501 WP_067088819.1 (CDS_0023)
22 24 25 26 27 28 2930 31 32 33 34 35
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MGV-GENOME-0303843: 9,593-39,681 (+)
24 26
23725127 28 29 30 31 32
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MGV-GENOME-0337035:9,072-29,932 (+)
10000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)
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defence (PADLOC) anti-defence (dbAPIS)




