
uvig_434095: 22,525-44,516 (+)

icity0040 RT (CDS_0023)
24

holin (CDS_0025)

26 27 28 29 30 31 32 33
D-alanine-polyphosphoribitol ligase DltA (VF0795) (CDS_0034)

35 36 37 38 39
40

41
42

43
44

45 46 47 48 49 50 51 52
53

54 55

uvig_454733: 22,019-47,796 (+)

27 28 29 30 31 32

D-alanine-polyphosphoribitol ligase DltA (VF0795) (CDS_0033)

34 35
36

37 38 39
Streptococcal enolase (VF1060) (CDS_0040)

41 42 43
44

45
46

47 48 49 50 51 52

uvig_441419_: 22,018-36,229 (+)

27 28 29 30 31 32
33

34
35

36 37 38 39 40 41

uvig_160833: 22,520-33,484 (+)

28 29
30

31 32
33

34 35 36 37 38 39

uvig_156957: 21,823-38,993 (+)

22 holin (CDS_0025)
DNA repair protein (CDS_0028)

29 30 31 32 33
34

35 36
37

38 39 40 41
42

43

MGV-GENOME-0335208: 20,852-30,600 (+)

19 20

holin (CDS_0024)

25
26

27 28
29

30 31 32 33 34 35

uvig_456390: 22,522-42,248 (+)

28 29 30 31 32 33
D-alanine-polyphosphoribitol ligase DltA (VF0795) (CDS_0034)

35 36 37 38 394041 42 Streptococcal enolase (VF1060) (CDS_0043)

IMGVR_UViG_3300029784_000306|3300029784|Ga0243806_1000099|68941-144759: 22,522-47,639 (+)

28 29 30 31 32 33 34 35

Exopolysaccharide (VF0755) (CDS_0036)

37 38

DrmD_00013 DrmD (CDS_0039)
transposase (CDS_0040)

41 42 43 44 45 46 47 48

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis unknown function defence (PADLOC) virulence (VFDB)


