
IMGVR_UViG_2576861317_000007|2576861317|2576882697|194457-210880: 1-6,854 (+)

integrase (CDS_0001) 2 transcriptional regulator (CDS_0003)
anti-repressor (CDS_0004)

5 6 7 8 9 10 11

IMGVR_UViG_2860968862_000002|2860968862|2860968862|1658344-1674219: 1-6,965 (+)

2
transcriptional regulator (CDS_0003)

anti-repressor (CDS_0004) 11

IMGVR_UViG_2939051387_000004|2939051387|2939051387|1820995-1837156: 1-6,737 (+)

2
retron_type_VI_hth_cluster2_1 (CDS_0003)

anti-repressor (CDS_0004) 8

IMGVR_UViG_2558860384_000001|2558860384|2558887212|5690-23888: 2,078-11,573 (+)

DNA binding protein (CDS_0003)
transcriptional regulator (CDS_0004)

anti-repressor (CDS_0005) 9 DNA polymerase/primase (CDS_0014) 15

IMGVR_UViG_2737472000_000002|2737472000|2737507149|78578-96777: 6,618-16,123 (-)

16

IMGVR_UViG_2519103112_000002|2519103112|2519117638|1703228-1719305: 1-6,954 (+)

2 3 4 5

IMGVR_UViG_2558860382_000014|2558860382|2558887129|206098-222056: 1-6,815 (+)

2 3 4 5

IMGVR_UViG_637000291_000006|637000291|637000071|1773458-1789576: 1-7,708 (+)

2 3

retron_type_VI_hth_cluster2_1 (CDS_0004)

5
anti-repressor (CDS_0006)

7

IMGVR_UViG_2579779120_000002|2579779120|2579856378|286713-302720: 1-7,712 (+)

2

retron_type_VI_hth_cluster2_1 (CDS_0003)

4
anti-repressor (CDS_0005)

6

IMGVR_UViG_2926464969_000004|2926464969|2926464976|26964-44755: 9,139-17,792 (-)

16anti-repressor (CDS_0018)19
retron_type_VI_hth_cluster2_1 (CDS_0020)

2122PDC-S19_WP_106843225.1 (CDS_0023)

IMGVR_UViG_2529292875_000017|2529292875|2529363552|45285-59345: 56-8,711 (+)

PDC-S19_WP_106843225.1 (CDS_0002) 3 4
retron_type_VI_hth_cluster2_1 (CDS_0005)

6 anti-repressor (CDS_0007)

IMGVR_UViG_2684623069_000001|2684623069|2684693122|85150-98071: 164-7,830 (+)

2 3
retron_type_VI_hth_cluster2_1 (CDS_0004)

retron_type_VI_hth_cluster2_1 (CDS_0005)

6 7 Rha-like transcriptional regulator (CDS_0008)

IMGVR_UViG_2923237565_000001|2923237565|2923237565|90189-103063: 164-6,657 (+)

3 4
retron_type_VI_hth_cluster2_1 (CDS_0005)

retron_type_VI_hth_cluster2_1 (CDS_0006)

3000 nt

DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function defence (PADLOC)


