
IMGVR_UViG_3300045988_086417|3300045988|Ga0495776_044878: 29,122-36,522 (+)

DS-15__DS-15A (CDS_0047)
48 49 50 51 52 53 54 55 56 57 58 59 60 61 62 63

IMGVR_UViG_3300045988_080206|3300045988|Ga0495776_043977: 30,916-38,039 (+)

53
PDC-M11B_WP_204471233.1 (CDS_0054)

55 56 58 59

MGV-GENOME-0255218: 29,831-36,652 (+)

51
MTase_II_00074 Type (CDS_0052)

53 54 55 56

uvig_389637: 29,831-36,652 (+)

51
MTase_II_00074 Type (CDS_0052)

53 54 55 56

IMGVR_UViG_3300045988_055818|3300045988|Ga0495776_085677: 30,332-37,542 (+)

51 52 53 54
membrane protein (CDS_0055)

58 59

IMGVR_UViG_3300045988_085250|3300045988|Ga0495776_086022: 1-10,573 (+)

6 7 8
site-specific recombination directionality factor RDF (CDS_0009)

Lar-like restriction alleviation protein (CDS_0010) 17

SAMN11252281_a1_ct16341: 29,702-36,314 (+)

52 53 54 55

uvig_402956: 29,804-36,802 (+)

50 51 52 53 55 56

IMGVR_UViG_3300045988_072737|3300045988|Ga0495776_008822: 29,947-37,135 (+)

52 53 54
site-specific recombination directionality factor RDF (CDS_0055)

57 60

IMGVR_UViG_3300045988_066224|3300045988|Ga0495776_153224: 29,499-34,383 (+)

48 49 50
site-specific recombination directionality factor RDF (CDS_0051)

53 54 55 56

IMGVR_UViG_3300045988_067256|3300045988|Ga0495776_086588: 1-12,671 (+)

6 7
site-specific recombination directionality factor RDF (CDS_0008)

9 10 11 HNH endonuclease (CDS_0014) 16 17
head maturation protease (CDS_0018)

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder)

defence (PADLOC)


