
SRS147712_a1_ct16591: 6,165-15,900 (+)

tail length tape measure protein (CDS_0009) 10 11
amidase (CDS_0012)

holin (CDS_0013)

14 15 16 17 18 19 20 21 22

IMGVR_UViG_3300008739_000165|3300008739|Ga0114021_101412: 6,165-14,534 (+)

15 16 17 18

IMGVR_UViG_3300007711_000061|3300007711|Ga0105642_1000428: 6,166-15,832 (+)

15 16 17 18 19 20 21 HNH endonuclease (CDS_0023)

SRS148771_a1_ct53878: 6,169-15,732 (+)

15 Control_protein_00008 control (CDS_0016)

IMGVR_UViG_3300007648_000261|3300007648|Ga0105531_100132|15704-34185: 6,169-18,481 (+)

15 16 17 18 19 Control_protein_00008 control (CDS_0020)

SRS015116_a1_ct18036_vs1: 6,169-15,099 (+)

15 16 17

MGV-GENOME-0112782: 6,171-16,624 (+)

integrase (CDS_0015) 16 17 20 HNH endonuclease (CDS_0023)

SAMEA2738065_b1_ct4_vs2: 6,171-15,800 (+)

integrase (CDS_0015) 16
tRNA-Arg(TCT)

17

SRS105136_a1_ct8426: 10,415-15,685 (+)

15 16 18 20 21

SRS077508_a1_ct18308: 9,971-14,591 (+)

17 18 19

IMGVR_UViG_3300045988_170116|3300045988|Ga0495776_003400: 6,166-16,275 (+)

11 holin (CDS_0013)
mads_1 (CDS_0015)

16 17 transcriptional repressor (CDS_0018)

4000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis tail transcription regulation unknown function defence (PADLOC) tRNA


