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SRS012285_al _ct66352 vs1:12,996-17,472 (+)
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SRS104711 _al ct4386_vsO1:1-5,141(-)

SRS024580_a1_ct17834 vs01:2-5,485 (-)
12 17 18

SRS103971_a1_ct171834_vs01:8,082-13,086 (+)
21

SRS144026_al_ct34986_vs1:12,339-15,983 (+)

!

SRS049268_al ct23016_vs01:1-3,808 (-)
ParB-like partition nuclease (CDS_0021) 22

SRS144621 al ct217193 vs1:13,024-18,261 (+)
4 3 2 enoyl-CoA hydratase/carnithine racemase-like (CDS_0001)

SRS077390_al_ct19460_vs1:2-5,466 (-)

MTase_II_00015 Type (CDS_0025)
21 22 23 24 [ 26
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SRS017139_al ct46850_vs1:13,006-19,912 (+)

21 22 23 24 25  MTase_ll_00015 Type (CDS_0026) 27

SRS074598_a1_ct16656_vs1:13,016-20,355 (+)
18 19 20 21 22 23

SRS021477_al1_ct30854_vsO1: 9,204-16,415 (+)
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SRS076951 al ct23850_vs1:13,038-20,561 (+)
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SRS146830_a1_ct36945_vs1:13,142-18,978 (+)
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SRS076868_a1_ct26575_vs1:13,146-20,238 (+)
PDC-519_WP_106843225.1 (CDS_0030)
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SRS022602_a1_ct28148_vs1:12,321-20,999 (+)

enoyl-CoA hydratase/carnithine racemase-like (CDS_0023)
21  tail fiber assembly protein (CDS_0022) 24
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MGV-GENOME-0161265:13,169-21,987 (+)
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24 25 ShosTA_ ShosA (CDS_0026) 27
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SRS076821 _al ct6751 vs1:13,010-22,205 (+)
PDC-M69A WP_216276383.1 (CDS_0023) RM _Type_Il_Type_Il_MTases_FAM_34 (CDS_0027)
ParB-like partition protein (CDS_0026)
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SRS148514 al ct21859 vs01:12,963-21,115 (+)

3000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) defence (PADLOC)
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