
IMGVR_UViG_2919063839_000003|2919063839|2919063841|505673-536313: 1-9,736 (+)

1 2 3 4 5 6 7 8 9 10 11 12

IMGVR_UViG_3300016643_000320|3300016643|Ga0186770_10009|54115-84240: 2,120-10,362 (+)

3
Arc-like transcriptional regulator (CDS_0006)

10

IMGVR_UViG_2579778701_000001|2579778701|2579804379|123426-153015: 1-12,452 (+)

9 11 14 15 16 baseplate protein (CDS_0017)

IMGVR_UViG_2639763197_000003|2639763197|2639851862|441849-494937: 1-15,493 (+)

9 12 14 15 16

IMGVR_UViG_2651869705_000004|2651869705|2651893635|60770-92147: 1-14,763 (+)

9 14
RosmerTA__RmrT_2634932349 (CDS_0015)

RosmerTA__RmrA_2634932349 (CDS_0016)

IMGVR_UViG_2630968629_000005|2630968629|2631009476|5971513-6002060: 1-8,657 (+)

3 4 7

IMGVR_UViG_2718217999_000012|2718217999|2718228377|6258713-6287982: 1-8,774 (+)

3 4 6

IMGVR_UViG_2582580891_000001|2582580891|2582657799: 1-8,748 (+)

transcriptional regulator (CDS_0003) 4 10

IMGVR_UViG_2908452937_000004|2908452937|2908452937|6260923-6292369: 1-8,750 (+)

3 4

IMGVR_UViG_2600254931_000004|2600254931|2600263237|59207-93174: 1-9,684 (+)

3 4 5

TemPhD_cluster_30591: 30,435-33,255 (+); 1-9,684 (+)

transcriptional regulator (CDS_0003) 4 537 38 39

IMGVR_UViG_2643221484_000002|2643221484|2643234329|224733-259632: 1-9,987 (+)

3 8 11

IMGVR_UViG_3300019776_001109|3300019776|Ga0197937_1111087|13694-48761: 1-9,967 (+)

2 8

IMGVR_UViG_3300046519_000454|3300046519|Ga0495632_0000269|3466-38119: 1-9,980 (+)

5 6 8

6000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision tail transcription regulation unknown function defence (DefenseFinder)


