terminase (CDS_0012) adaptor Ad4 (CDS_0003) major head protein (CDS_0006)
13 14 DNApolymerase (CDS_0015) 16 17 18 19 1 virion structural protein (CDS_0002, 4 5 7
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IMGVR_UViG_3300045988_116319|3300045988|Ga0495776_019570: 10,163-16,738 (+); 1-7,784 (+)
2 1 virionstructural protein (CDS_0017)

(-);8.292-15,661(-)
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Kang_0037_STOO01 A NODE 50_length_16393 cov_1108.816012: 1-6,595 (- ) 8971 16 393( )
3 2 1 tail protein (CDS_0018)

IMGVR_UViG_3300045988_059271|3300045988|Ga0495776_002404: 1-6,446 (-); 8,789-15,673 (-)
16 17 18 phosphodiesterase (CDS_0001)
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MGV-GENOME- 0106025 9438 16,087 (+); 1-7,049 (+)
16 17 18
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MGV-GENOME-0105719: 9373 16,063 (+); 1-6,960 (+)
16 17 18
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(+); 1-7.751 (+)

16 17 E 19
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IMGVR_UViG_3300045988_093199|3300045988|Ga0495776_002406: 9,107-15,686 (+); 1-6,729 (+)
16 17 18 1

IMGVR_UViG_3300045988_103214|3300045988|Ga0495776_001583: 9,105-15,319 (+); 1-6,726 (+)
16 17 18

o

uvig 482759:9,487-15 721( ); 1-7,108 (+)

S
w
N
[N

20 19

uvig 2914:1-6,798 (- ), 9,179 16,834 (-)
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tail protein (CDS_0018)

uvig_240708: 1-6,268 (-); 8,642-16,088 (-)
16 17 18
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(+); 1-7,435 (+)
16 17 18
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MGV-GENOME-0123666: 10,351-17,570 (+); 1-7,972 (+)
16 17 18 19 tail protein (CDS_0001)

uvig 265939:9,927-16, 154( ); 1-7,545 (+)
16 17 18 tail protein (CDS_0001)

<
Q
<
el
<
<
@)
w
[
o
Q
o
X
[
N}
®
e
o
@
o
o
N
N
w
w
o
(o]
o
e
[
0
@®
(o<}
)
j8)
o
X
NS}
o
~
~
o~
o
=S
~0
o
0
@®
=
o
N
N
b
N
o
~
®
.:;

(+); 1-7,860 (+)
18 tail protein (CDS_0001)
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uvig 149466:9,791-16, 350( ); 1-7,411 (+)
1 19 tail protein (CDS_0018)
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MGV-GENOME- 0103868 1-6, 558( -); 8,934-15,920 (-)
16 17 18 19 tail protein (CDS_0001)

IMGVR_UViG_3300045988_055173|3300045988|Ga0495776_002806: 9,444-16,038 (+); 1-7,069 (+)
4 3 21 19

MGV-GENOME-0103182: 1-6,652 (-); 9,027-15,869 (-)
3 21 tail protein (CDS_0018)

MGV-GENOME-0105558: 1-6,610 (-); 8,985-16,048 (-)
16 17 18

[

MGV-GENOME- 0109231 9, 549 16,336 (+); 1-7,174 (+)

3 2 1 18
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IMGVR_UViG_3300044856_000082|3300044856|Ga0455773_001320: 1-6,345 (-); 8,754-16,092 (-)

4 3 2 1 19

uvig_332465: 1- 6438( ); 8820 15,877 (-)
17 18 19
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MGV-GENOME- 0111296 9754 16,505 (+); 1-7,372 (+)
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MGV-GENOME-0106720: 9,303-16,142 (+); 1-6,927 (+)
17 18 19 20 21 221

N

MGV-GENOME-0110696:9,575-16,453 (+); 1-7,199 (+)
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IMGVR_UViG_3300045988_059719|3300045988|Ga0495776_003411:1-6,835 (-); 9,211-16,365 (-)
14 17 18 19 20 21

[N

IMGVR_UViG_3300045988_131464|3300045988|Ga0495776_003416: 9,545-16,412 (+); 1-7,168 (+)
4 3 2 1

-
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MGV-GENOME- 0108003 b= 6742( ); 9.119-16,237 (1)

16 17 18 1
O P e UL | 1\ g N S S S—G—
IMGVR_UViG_3300045988_112335|3300045988|Ga0495776_003410: 9,981-16,3683 (+); 1-7,604 (+)
54 3 2 1 20

MGV-GENOME- 0108373 1- 6741( ); 9,152-16,267 (-)
1617 18 19 20 phosphodiesterase (CDS_0001)
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uvig_481890:9,512- 16 337 (+ ); 1-7,134 (+)
tail protein (CDS_0018)

IMGVR_UViG_3300045988_035093|3300045988|Ga0495776_053324:8,519-15,845 (-)
tail protein (CDS_0001)

S S —
IMGVR_UViG_3300029228 000027|3300029228|Ga0167501_101363: 138-6,889 (+)
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1 ]
IMGVR_UViG_3300029212_000028|3300029212|Ga0168695_100862:8,513-15,327 (-)

!

MGV-GENOME-0083776:2-5,676 (+)

!

SAMN11893784 a1 ct1042 vs1:3-6,826 (+)
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MGV-GENOME-0095550:8,696-15,276 (-)

1

IMGVR_UViG_3300045988_157892|3300045988|Ga0495776_059051:38-6,721 (+)
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uvig 298521:56-6,806 (+)

I

MGV-GENOME-0106202: 101-6,675 (+)

[y
~

uvig_255859:9,192-15,748 (-)
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e e s W
IMGVR_UViG_3300045988_142748|3300045988|Ga0495776_138855: 1-5,833 (+)

i

uvig 27740:165-7,008 (+)
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o

MGV-GENOME-0088418:9,197-14,721 (-)

l

S S M
IMGVR_UViG_3300029785_000044|3300029785|Ga0243763_1002945: 2-5,762 (+)

!

uvig 246872:2-5,995 (+)

!
e

Monaco_MBA1267_NODE_70_length_16269_cov_87.448008: 9,207-15,829 (-)

[
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MGV-GENOME-0093089:8,406-15,118 (-)

-
w

MGV-GENOME-0041751:5,102-11,395 (-)

!

SAMNO9781708_al_ct24871 vs1:3-5,325 (+)
tail protein (CDS_0001)

e —
uvig_308021:151-6,856 (+)

i

uvig 323398:265-6,780 (+)
18

GVR_UViG_3300045988_084439(3300045988|Ga0495776_138796:9,280-14,786 (-)
1

=

e e A S
IMGVR_UViG_3300045988_130718|3300045988|Ga0495776_055407: 2-5,497 (+)

tail protein (CDS_0018)

e ——
uvig 29042:8,526-15,281 (-)

18

MGV-GENOME-0082193:8,648-14,167 (-)
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IMGVR_UViG_3300045988_028625|3300045988|Ga0495776_055311:8,759-14,486 (-)

!

MGV-GENOME-0086435:2-5,695 (+)
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IMGVR_UViG_3300045988_062384|3300045988|Ga0495776_099115:9,066-15,257 (-)
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IMGVR_UViG_3300045988_082695|3300045988|Ga0495776_099060: 9,209-15,229 (-)
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IMGVR_UViG_3300045988_155140|3300045988|Ga0495776_058477:2-6,502 (+)
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IMGVR_UViG_3300045988_030494(3300045988|Ga0495776_058719:9,092-15,601 (-)
tail protein (CDS_0019)
18
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Ma_2019_SRR341609_NODE_477_length_16157_cov_6.120047:8,655-16,041 (-
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s —
MGV-GENOME-0108972:495-7,494 (+)
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IMGVR_UViG_3300045988_066343|3300045988|Ga0495776_142371:8,630-15,617 (-)
1 2
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GV-GENOME-0111249:1-7,766 (+)
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MGV-GENOME-0098713:9,067-15,369 (-)
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e ! S S
IMGVR_UViG_3300029880_000051|3300029880|Ga0245255_101481: 100-6,702 (+)

19 18

uvig_58769:8,593-15,576 (-)

!

IMGVR_UViG_3300045988_121951|3300045988|Ga0495776_099041: 2-6,464 (+)

!

s ——
MGV-GENOME-0094418:2-6,464 (+)

virion structural protein (CDS_0001)

IMGVR_UViG_3300007796_000039|3300007796|Ga0105889_101749: 190-7,501 (+)
1 virion structural protein (CDS_0002)

IMGVR_UViG_3300045988_102683|3300045988|Ga0495776_053739:3-7,798 (+)
irion structural protein (CDS_0018)

{

uvig 298081:8,661-15,992 (-)
2 21

N

IMGVR_UViG_3300029217_000030|3300029217|Ga0168678_101408: 9,253-16,475 (-)
18 17

uvig_442724_:8,898-16,259 (-)
1 2

IMGVR_UViG_3300029195_.000018|3300029195|Ga0167502_100800: 753-7,719 (+)
1 2 3

IMGVR_UViG_3300045988_096273|3300045988|Ga0495776_152921:3-8,551 (+)

I

MGV-GENOME-0109271:664-7,790 (+)
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uvig 6933:3-10,887 (+)

6000 nt {
DNA, RNA and nucleotide metabolism connector head and packaging other tail unknown function
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