
SRS048744_a1_ct17404_vs01: 15,512-31,187 (+)

20 21 22
baseplate protein (CDS_0023)

baseplate protein (CDS_0024)

25 26 27
ABC transporter (CDS_0028)

29 30
tRNA-Thr(CGT)

31 32
capH (CDS_0033)
Retron_VI__HTH (CDS_0034)

35 36
37

38

IMGVR_UViG_3300008524_000019|3300008524|Ga0111046_100169: 16,605-24,418 (+)

27 29
capH (CDS_0030)
Retron_VI__HTH (CDS_0031)

32 33 36 37

IMGVR_UViG_7000000622_000044|7000000622|SRS077736_LANL_scaffold_32012: 15,154-24,616 (+)

24 26
capH (CDS_0027)

28 29
30

31 32
33

34 35 40

IMGVR_UViG_3300008504_000149|3300008504|Ga0114860_100106|9744-59042: 14,654-26,673 (+)

24 25 26 27 28
endolysin (CDS_0029)

30

tail assembly chaperone (CDS_0031)

32 33 34 35 36

IMGVR_UViG_3300007339_000144|3300007339|Ga0104971_100063|190-49201: 15,444-24,508 (+)

26 27
endolysin (CDS_0028)

29

tail assembly chaperone (CDS_0030)

31 32 33 34

IMGVR_UViG_3300008153_000029|3300008153|Ga0114320_1000128: 15,447-25,836 (+)

26 2728 29 30
endolysin (CDS_0031)

32

tail assembly chaperone (CDS_0033)

34 35 36 37

IMGVR_UViG_7000000471_000019|7000000471|SRS064449_LANL_scaffold_15958: 15,455-23,858 (+)

25 26 27
endolysin (CDS_0028)

tail assembly chaperone (CDS_0029)

30

ivig_2500: 17,371-35,050 (+)

30 31 32 33 34
endolysin (CDS_0035)

36

tail assembly chaperone (CDS_0037)

38 39
40

Cas5b_WP_177377672.1 (CDS_0041)

42 43

IMGVR_UViG_3300006250_000014|3300006250|Ga0099391_100240: 17,155-37,999 (+)

29 30 31 32 33 34
endolysin (CDS_0035)

36

tail assembly chaperone (CDS_0037)

holin (CDS_0038)

39
40

Cas5b_WP_177377672.1 (CDS_0041)

42 43 44
Streptococcal enolase (VF1060) (CDS_0045)

46 47

IMGVR_UViG_3300008148_000260|3300008148|Ga0114323_1000109|4572-51801: 15,249-30,068 (+)

25 26 27 28 29 30 31 32
endolysin (CDS_0033)

34

tail assembly chaperone (CDS_0035)

36 37 38

Cas5b_WP_177377672.1 (CDS_0039)

41
transcriptional repressor (CDS_0042)

43 44

SRS014692_a1_ct3454_vs1: 15,249-30,288 (+)

25 26 27 28 29 30 31
endolysin (CDS_0032)

33

tail assembly chaperone (CDS_0034)

35 36 37 Cas5b_WP_177377672.1 (CDS_0038)

IMGVR_UViG_3300008147_000281|3300008147|Ga0114367_100118|10575-57804: 15,249-30,068 (+)

25 26 27 28 29 30 31
endolysin (CDS_0032)

33

tail assembly chaperone (CDS_0034)

35 36 37 Cas5b_WP_177377672.1 (CDS_0038)

IMGVR_UViG_3300008154_000244|3300008154|Ga0114321_1000119|502-47753: 15,249-30,090 (+)

25 26 27 28 29 30 31 32
endolysin (CDS_0033)

34

tail assembly chaperone (CDS_0035)

36 37 38 Cas5b_WP_177377672.1 (CDS_0039)

IMGVR_UViG_3300007196_000223|3300007196|Ga0103270_100129: 15,249-34,949 (+)

25 26 27 28 29 30
endolysin (CDS_0031)

32

tail assembly chaperone (CDS_0033)

34 35 36

Cas5b_WP_177377672.1 (CDS_0037)

38
Streptococcal enolase (VF1060) (CDS_0039)

40 41

IMGVR_UViG_3300008514_000132|3300008514|Ga0111023_100140|6849-52224: 16,644-27,240 (+)

28 2930 31 32 33
endolysin (CDS_0034)

35

tail assembly chaperone (CDS_0036)

37

transcriptional repressor (CDS_0038)

PDC-M69A_WP_216276383.1 (CDS_0039)

8000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

virulence (VFDB) tRNA


