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IMGVR_UViG_7000000622 OOOO44|7000000622\SRSO77736 LANL scaffold 32012 15 154- 24 ,616 (+)
tail assembly chaperone (CDS_0031)
endolysin (CDS_0029)
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endolysin (CDS_0031)
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IMGVR_UViG_3300008153_000029|3300008153|Ga0114320_1000128: 15,447-25,836 (+)
tail assembly chaperone (CDS_0029)
endolysin (CDS.0028)
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IMGVR_UViG_3300006250_000014|3300006250|Ga0099391_100240: 17,155-37,999 (+)
tail assembly chaperone (CDS_0035)
Cas5b_WP_177377672.1 (CDS_0039)
endolysin (CDS_0033) transcriptional repressor (CDS_0042)
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tail assembly chaperone (CDS_0033)
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IMGVR_UViG_3300007196_000223|3300007196|Ga0103270_100129: 15,249-34,949 (+)
tail assembly chaperone (CDS_0036)
transcrlptlonal repressor (CDS_0038)
endolysin (CDS_0034)
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8000 nt {
integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
— L]

virulence (VFDB) tRNA
I I




