RNA polymerase beta subunit (CDS_0051)
43 44 45 46 47 48 49 50 HNH endonuclease (CDS_0052) 53

54 55 exonuclease (CDS_0056) 57

WVR_UViG_3BOOOO7339_OOO 144/3300007339|Ga0104971_100063|190-49201: 27,432-34,654 (+)
RNA polymerase beta subunit (CDS_0049)

HNH endonuclease (CDS_0051)

40 42 45 46 47 48 HNH endonuclease (CDS_0050) 54
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IMGVR_UViG_3300008514_000132|3300008514|Ga0111023_100140(6849-52224:26,360-34,278 (+)
47 50 exonuclease
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IMGVR_UViG_3300008153_000029|3300008153]Ga0114320_1000128: 29,078-31,761 (+)

RNA polymerase beta subunit (CDS_0043)
41 42 HNH endonuclease (CDS_0044)  transcriptional regulator (CDS_0046)

IMGVR_UViG_7000000622_000044|7000000622|SRS077736_LANL scaffold_32012: 23,7393,57 (+)
RNA polymerase beta subunit (CDS_0040)
38 39 HNH endonuclease (CDS_0041)
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IMGVR_UViG_3300008524_000019|3300008524|Ga0111046_100169: 23,645-29,241 (+)

RNA polymerase beta subunit (CDS_0046)
44 45 HNH endonuclease (CDS_0047)
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IMGVR_UViG_7000000471_000019|7000000471|SRS064449_LANL scaffold_15958:27,595-33,221 (+)
3000 nt {
DNA, RNA and nucleotide metabolism transcription regulation unknown function




