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32 33 36 38 phosphoadenosine phosphosulfate reductase (CDS_0039)
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Shkoporov_2019_SRR9161554_NODE_87_length_30084_cov_8. 139565 23,380-30,083 (+)
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MGV-GENOME-0207608: 24,446-29,325 (+); 1-2,649 (+)
36 37 RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0040)

IMGVR_UViG_3300045988_157232|3300045988|Ga0495776_011362: 22,830-28,645 (+); 1-2,645 (+)

HEase_00016 homing (CDS_0036) ParB-like partition protein (CDS_0042)
PDC-M30B_WP_013406987.1 (CDS_0030) 34 35 37 38 40 43
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