Cll-like regulator (CDS_0039)
head closure (CDS_0027) tail protein (CDS_0030) integrase (CDS_0034) DS-34__DS-34A (CDS_0037)
26 tail protein (CDS_0028) 29 31 3233 35 36 38 40
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IMGVR_UVIG_ 2084038008 _000021|2084038008|XAGC cont|g32990\28152 63355:22,063-34,554 (+)
il 33 34 Abili-1AbiLi (CDS_0035) 40

E

IMGVR_UViG_2884592472_000001|2884592472|2884592482|351054-384200: 19,406-32,841 (+)
33 35 36  AbiP2(CDS 0037)
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IMGVR_UViG_ 3300031419 OOOS19|3300031419\Ga0308167 1000269\57662 95381:23,449-37,414 (+)

superinfection exclusion Sie-like (CDS_0035)
32 DS-34__DS-34A (CDS_0036)
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IMGVR_UViG_3300031413_000616|3300031413|Ga0308164_10000002|190352-225822:22,343-35,165 (+)

DNA polymerase |1l theta subunit (CDS_0036)
32 33 34 35 T 37 38 39
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IMGVR_UViG_3300031414 _000440|3300031414|Ga0308168_1000638:21,024-39,562 (+)
33 34 37 38

e Y I —
IMGVR_UViG_3300012080_000093|3300012080|Ga0153921_1000014|132580-170294: 22,874-37,064 (+)
DS-34__DS-34A (CDS_0035)
tail length tape measure protein (CDS_0028) 31 Retron_RT_Tot_6 (CDS_0034) 36
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IMGVR_UViG_3300031087_000499|3300031087|Ga0308161_1000003|245175-281512:22,767-36,032 (+)
FosLL-NCBIFAM fosfomycin resistance glutathione transferase FosLL (NFO33405.1) (CDS_0034)
31 35 DS-9__DS-9A (CDS_0038)
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IMGVR_UViG_2895111083_000003|2895111083|2895111085|226314-263098:22,417-36,135 (+)
33 34 37
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IMGVR_UVIG 2837516909 ' 000001|2837516909/2837516909|267153- 305333 24,437-37,531 (+)
FosLL-NCBIFAM fosfomycin resistance glutathione transferase FosLL (NFO33405.1) (CDS_0031) PtuB1_00038 Unknown (CDS_0037)

32 33 Retron_|_A_ATPase_TypelA (CDS_0036)
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IMGVR_UViG_2843303821_000001|2843303821|2843303821|2417864-2453878:20,057-34,361 (+)

ParA-like partition protein (CDS_0037)
33 34 36 38
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IMGVR _UViG_3300048927_000772|3300048927|Ga0496124 0000105|139866-176588:22,627-36,073 (+)
tail protein (CDS_0031) 33 34 Old (CDS_0038)
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IMGVR_UViG_2791354833_000004|2791354833|2791359152|274235-314664:25,174-39,781 (+)
33 transcriptional regulator (CDS_0034)
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TemPhD_cluster_33098: 25,174-38,449 (+)

FosLL-NCBIFAM fosfomycin resistance glutathione transferase FosLL (NFO33405.1) (CDS_0033)
34 35
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IMGVR _UVIG_2784746746_000002|278474674612784762566|62001-96709:21,485-33,270 (+)
transcriptional regulator (CDS_0033)

32 |34 0Old (CDS_0035)
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IMGVR_UViG_3300025231_000062|3300025231|Ga0207427_100012|33753-72332: 25,243-38,274 (+)
29 31 32 34 35 36 PtuA1_00026 AAA (CDS_0037)

%

IMGVR_UViG_2788500222_000001|2788500222|2788548640[1564179-1598996:20,591-34,512 (+)
31 32 33 35 36 37 38 39
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IMGVR_UViG_2818991314_000002|2818991314|2819007599|1373394-1412817:23,071-38,381 (+)
tail fiber assembly protein (CDS_0025)
tail protein (CDS_0023)
baseplate protein tail length tape measure protein (CDS_0030)
| tail fiber protein (CDS_0024) 26 31  AbiP2(CDS_0032)

IMGVR_UViG_3300031112_000400|3300031112|Ga0308156_1000995]2-32259: 19,035-31,952 (+)
baseplate wedge subunit (CDS_0019)

baseplate protein (CDS_0020) tail fiber assembly (CDS_0023)
\ tail fiber protein (CDS_0022) tail length tape measure protein (CDS_0027) 28 HEC-04 (CDS_0029)
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IMGVR_UViG_3300031415_000021|3300031415|Ga0308172_1000747:16,531-31,131 (+)
7000 nt !
DNA, RNA and nucleotide metabolism connector integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function
—_—

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




