holin (CDS_0013)
14 15 16 17 18 19 2021 22 23 24tail fiber protein (CDS_0025) 26
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é
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IMGVR_UVIG_2667528173_000001|2667528173]2667619612|265575-303040: 15,482-23,982 (+)
19

IMGVR_UVIG_2843654642_000004|2843654642|2843654642|4050147-4087747:15,233-23,896 (+)
20 27  tail sheath (CDS_0028)

&8 [ |
IMGVR_UViG_2895111083_000003|2895111083|2895111085[226314-263098: 11,655-23,586 (+)

16 17

I EE— N
IMGVR_UViG_3300031087 000499|3300031087\GaO308161 1000003|245175-281512: 12,234-23,936 (+)
gcul42_gcul42 (CDS_0017) 21

IMGVR_UViG_2818991314_000002|2818991314|2819007599|1373394-1412817:11,206-22,489 (+)
NLR_like_bNACHTO9_NLR_like bNACHTO9 (CDS_0018)

— I —— ] e .  E—
IMGVR_UViG_3300025231_000062|3300025231|Ga0207427_100012|33753-72332: 13,524-26,412 (+)

19

IMGVR_UViG_2843650036_000003|2843650036|2843650036(3925969-3960935: 12,982-21,948 (+)
DS-11_DS-11(CDS_0019)

IMGVR_UViG_2839967307_000008|2839967307|2839967461|48876-83455: 14,909-23,461 (+)

[
~N

—— e S —
IMGVR_UViG_3300046471_000241|3300046471|Ga0495650_0000004[499160-533230: 12,567-22,386 (+)

[N
o

IMGVR_UViG_2846386538_000006|2846386538|2846386629(2515-42415: 15,488-24,411 (+)
Old (CDS_0016)

i
\

IMGVR_UViG_3300031414_000440|3300031414|Ga0308168_1000638: 10,667-22,193 (+)
19

@
\

I . E—
IMGVR_UViG_3300012080_000093|3300012080|Ga0153921_1000014|132580-170294: 12,370-24,043 (+)

18 19

E

IMGVR_UViG_3300031112_000400|3300031112|Ga0308156_1000995[2-32259: 11,924-24,618 (+)
17

i

IMGVR_UViG_2843303821_000001|2843303821|2843303821|2417864-2453878:10,114-21,226 (+)
18

E
!

IMGVR_UViG_3300031413_000616|3300031413|Ga0308164_10000002|190352-225822: 12,688-23,512 (+)
19 20 21 22

IMGVR_UViG_2919150387_000001|2919150387|2919150387|485506-522313: 14,034-24,257 (+)
16 tail fiber protein (CDS_0021) tail fiber protein (CDS_0022)

IMGVR_UViG_3300031416_000363|3300031416]Ga0308171_1000064(216777-252147: 14,458-23,489 (+)
16 17 18  DS-38_DS-38(CDS_0019)

IMGVR_UVIG_2561511173_000006|2561511173]2561541580[4044511-4077424:11,075-22,322 (+)
19 25 26

IMGVR_UViG_2837516909_000001|2837516909|2837516909|267153-305333: 15,258-25,717 (+)
19 tail fiber assembly protein (CDS_0025) head closure (CDS_0027)

IMGVR_UViG_2084038008_000021|2084038008|XAGC_contig32990|28152-63355:12,959-23,755 (+)
O-acetyltransferase (CDS_0016)
17 tail fiber protein (CDS_0022) tail fiber assembly (CDS_0023)

E*

IMGVR_UViG_3300031415_000021|3300031415|Ga0308172_1000747: 11,648-23,140 (+)
tail fiber protein (CDS_0025)

18 19 24 tail fiber assembly protein (CDS_0026)
I E— I I I .

IMGVR _UViG_2784746746_000002|2784746746|2784762566(62001-96709: 12,000-22,654 (+)
PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (CDS_0020)
arsB_Sta_pl258-NCBIFAM arsenite efflux transporter membra‘ne subunit ArsB (NFO033877.0) (CDS_0019)
17 18

N

7

IMGVR_UVIG_2927779906_000004|292777990612927779909|202199-237534: 13,454-25,893 (+)
17 20 22

N
w
N
N

I | S W
IMGVR_UViG_2788500222_000001|2788500222|2788548640[1564179-1598996: 11,941-20,577 (+)
18 23 24

E

IMGVR _UViG_2884592472_000001|2884592472|2884592482|351054-384200: 11,810-21,098 (+)
tail fiber assembly protein (CDS_0025) tail protein (CDS_0031)
RM_Type_lI_Type_ll_REase23 (CDS_0018) tail fiber protein (CDS_0024) 26 29 30 tail protein (CDS_0032)

@

IMGVR_UViG_3300048927_000772|3300048927|Ga0496124_0000105[139866-176588: 14,745-28,921 (+)

tail fiber assembly protein (CDS_0025) tail protein (CDS_0031)
NLR_like_bNACHT09__NLR_like_bNACHT09 (CDS_0018) tail fiber protein (CDS_0024) 26 tail length tape measure protein (CDS_0030)
I N L' [ ;N § | &8 & [ |
TemPhD_cluster_33098: 14,744-31,466 (+)

6000 nt i
connector lysis other tail unknownfunction defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)
N — I L]




