portal protein (CDS_0004) head scaffolding protein (CDS_0006)
1 2 3 terminase large subunit (CDS_0005) 7 8

IMGVR_UViG_3300031416_000363|3300031416|Ga0308171_1000064(216777-252147:1-13,683 (+)
2 3

IMGVR_UVIG_2561511173_000006|2561511173]2561541580[4044511-4077424:1-10,297 (+)
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- EEEEEEEEEE——— I E— —
IMGVR_UViG_2927779906_000004(2927779906|2927779909(202199-237534:1-12,679 (+)

PDC-567_WP_013220863.1 (CDS_0005)
PDC-515_WP_128888168.1 (CDS_0003)
2 4

o

|
|
|
N
i
|
l

IMGVR_UViG_2846386538_000006|2846386538|2846386629|2515-42415:1-14,713 (+)
letA_00002 (CDS_0002)  letS_00001 (CDS_0003) 4 Retron_|_ C_RT 1 C1(CDS_0005)

IMGVR_UViG_2667528173 000001|2667528173|2667619612|265575-303040: 1-14,704 (+)
ThsB1.00017 TIR-like (CDS_0003)
ThsB1_00012 TIR-like (CDS_0004)
ThsA1_00001 STALD (CDS_0002) 5

o

IMGVR _UVIG_2839967307_000008|2839967307]2839967461|48876-83455: 1-14,134 (+)
2 3 4 transposase (CDS_0005)  AbiU (CDS_0006)

IMGVR_UViG_2843650036_000003|2843650036]2843650036|3925969-3960935:1-12,207 (+)
2 3 4 5 6

IMGVR_UVIG. 2843654642, 000004 2843654642| 2843654642 4050147 4087 747- 1-14458 (+)
retron_type_VI_hth_cluster2_1 (CDS_0004)
Retron_RT_Tot_10 (CDS_0005)
2 3 | PDC-$31 WP_063883643.1 (CDS_0006)

I N I I . W N w—
IMGVR_UViG_2919150387_000001|2919150387|2919150387|485506-522313: 1-13,259 (+)
2 3 5 8 head-tail adaptor Ad1 (CDS_0010)

S —— e I
IMGVR_UViG_3300046471 000241|3300046471|Ga0495650_0000004|499160-533230: 1-12,358 (+)

Lamassu-Fam__LmuC_acc_Cap4_nuclease (CDS_0004)
2 3 Lamassu-Fam__LmuB_SMC_Cap4_nuclease_ll (CDS_0005)

©

!#

- e
IMGVR_UViG_2784746746_000002|2784746746|2784762566|62001-96709:1-11,791 (+)

3 4 VCA0447 (CDS_0005)

|MGVR?UViGjSOOOSl11270004@33000311 12]Ga0308156_1000995[2-32259:1-11,715 (+)
5

N
w

IMGVR_UViG_2884592472_000001|2884592472|2884592482|351054-384200: 1-11,041 (+)

!

- e =
IMGVR_UViG_3300031087_000499|3300031087|Ga0308161_1000003|245175-281512: 1-11,459 (+)

DS-23_DS-23 (CDS_0003)

IMGVR_UViG_330003 1415700002T|33OOO3 1415]Ga0308172_1000747: 1-10,873 (+)

!

- — e —
IMGVR_UViG_3300031414_000440|3300031414|Ga0308168_1000638: 1-9,892 (+)

PDC-M38A_WP_173179958.1 (CDS_0003) PDC-M38B_WP_082225714.1 (CDS_0004)

- e ——
IMGVR_UViG_3300026487_000215|3300026487|Ga0256408_1000017|2-32407: 1-11,620 (+)

w
IN

|MGVR?UVIG?28433O3821700000-1|284§03821 12843303821]2417864-2453878:1-9,345 (+)
AAA_15 (CDS_0003) 4

- ————— ]
IMGVR_UViG_2788500222_000001|2788500222|2788548640|1564179-1598996: 1-11,165 (+)

HEC-01A_WP_105482478.1 (CDS_0003) HEC-01B_WP_210225848.1 (CDS_0004)

e ————
IMGVR_UViG_2818991314 000002|2818991314|2819007599|1373394-1412817:1-10,431 (+)

Retron_RT_Tot_1(CDS_0003) PtuB1_00047 Unknown (CDS_0005)

PtuA1_00035 AAA (CDS_0004)

-
IMGVR_UViG_3300031413 000616|3300031413|Ga0308164_10000002|190352-225822:1-11,919 (+)
Lamassu-Fam__LmuA_effector_Cap4_nuclease_Il (CDS_0004)
3 5 Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_Il (CDS_0006)

- I
IMGVR_UViG_2084038008_000021|2084038008|XAGC_contig32990]28152-63355: 1-12,184 (+)
RM _Type_ll_Type_ll_MTases_FAM_é (CDS_0003) 4 5 6

-
IMGVR_UViG_2837516909_000001|2837516909]2837516909|267153-305333: 1-14,489 (+)
Menshen__NsnA (CDS_0003)  Menshen_NsnC_2518623264 (CDS_0005)

HEC-03B (CDS_0004) 6

!
#

-
IMGVR_UViG_3300012080_000093|3300012080|Ga0153921_1000014|132580-170294: 1-11,595 (+)
DksA-like zinc-finger protein (CDS_0042)
41 Tj-:i restriction endonuclease (CDS_0003) 4 MTase_lI_00147 Type (CDS_0005)

—— -
TemPhD_cluster_33098:38,514-39,098 (+); 1-12,749 (+)
restriction endonuclease (CDS_0003) 4 MTase_ll_00147 Type (CDS_0005)

IMGVR_UViG_3300025231_000062|3300025231|Ga0207427_100012|33753-72332: 1-12,749 (+)
PDC-M11B_WP_204471233.1 (CDS_0005)
PDC-M11A_WP_212116594.1 (CDS_0004)
3 | 6 7

IMGVR_UVIG_2895111083_000003|2895111083|2895111085[226314-263098: 1-10,886 (+)
5000 nt i
DNA, RNA and nucleotide metabolism connector head and packaging integration and excision other unknown function defence (DefenseFinder) defence (PADLOC)
I




