
MGV-GENOME-0375267: 2-24,118 (+)
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MGV-GENOME-0374265: 112,715-136,423 (-)
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uvig_90675: 105,297-130,899 (-)
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uvig_574201: 94,521-123,712 (-)
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MGV-GENOME-0372512: 110,581-121,917 (-)
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MGV-GENOME-0370790: 169-11,037 (+)
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MGV-GENOME-0374984: 129,902-142,978 (-)
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MGV-GENOME-0372785: 1-13,965 (+)
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MGV-GENOME-0369637: 2-10,917 (+)
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MGV-GENOME-0373102: 114,221-126,590 (-)

138
139

140141142
143

144145

MGV-GENOME-0372940: 3-12,129 (+)
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MGV-GENOME-0373847: 1-12,245 (+)
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MGV-GENOME-0373729: 3-11,470 (+)
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uvig_583172: 1-6,418 (+)
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MGV-GENOME-0370285: 102,892-109,282 (-)
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tail unknown function defence (DefenseFinder)


