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uvig_215026: 34,181-41,890 (-)
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MGV-GENOME-0372512: 41,608-50,014 (-)
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uvig_121875: 35,918-44,109 (-)
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MGV-GENOME-0373729: 68,370-75,705 (+)
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SAMN10290229_a1_ct27103_vs1: 60,604-68,326 (-)
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MGV-GENOME-0369935: 60,567-68,595 (+)
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uvig_484230: 10,491-19,270 (+)
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