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19 20 integrase (CDS_0021) 22 capH (CDS_0023)
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HNH endonuclease (CDS_0028)
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SRS150032_a1_ ct7073  vs1:16,929-27,898 (+)
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tail protein (CDS_0015) endolysin (CDS_0020)
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uvig_433365:10,482-17,871 (+)
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